¥ oqe %% 4R 2011,25(4) ;0679 ~0683

Journal of Nuclear Agricultural Sciences

679

X E4RS :1000-8551(2011)04-0679-05

/NZEF i AR 2-26 H T E R Sk
f) 15t 1% 43 B A1 RAPD FRid

R & a F (G

(P gl KAz R 2 e, Ul #R 611130)

B EHIEZORRBIRGODAAER RSN EFHRYEIEZREZL—, KL BEREGH
Fadm B 220 PHORBABR R A TSRS T ERFTT oM, EREAN 220 PHEE—SEZHRROGHHEL
W, %% %% Pm2-26, iz f) RAPD 7 ik af by Jm i B F A e du B 47 DNA 2 A M54, K3 2 A%
% % 4 69 RAPD #7172 (SBSC2 #= SBSI20) , A it — F # 4L H 44 € 7T §£ ¢ SCAR ARiT42 45 T K sk,

E@iF D E; e R REAR > FARL

GENETIC ANALYSIS AND RAPD MARKERS OF POWDERY MILDEW
RESISTANCE GENE IN WHEAT LINE 2-26

ZHAO Qin BAI Luo FU Ti-hua
(Agronomy College, Sichuan Agricultural University, Chengdu, Sichuan 611130)

Abstract . Powdery mildew, caused by Blumeria Graminis {. sp. tritici, is one of the most important damaging diseases in
many regions of the world. In present study, genetic analysis of resistance for powdery mildew in a stable wheat line 2-
26, which was derived from the hybrid progeny between Triticum durum — Dasypyrum villosum amphiploid and common
wheat, was carried out. The result indicated the powdery mildew resistance in line 2-26 is controlled by a single
dominant gene and temporarily named Pm2-26. Molecular markers and bulked sergeant analysis were used to
characterized the powdery mildew resistance gene. Two RAPD markers ( SBSC2 and SBSI20) were found tightly linked
to the resistance gene in line 2-26. These results provided a basis to further transfer into stable SCAR marker in future.
In addition, the gene origin in line 2-26 and relationships with other resistance genes were also discussed in this paper.
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Fig. 1

R :resistant plant; S:susceptible plant. arrow shows the 438bp band of resistance plant.
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Fig.2 PCR amplification products between parents, gene bulks and partial F, plants by the primer SBSI20
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M : molecular marker, P, ;resistant parent, P, ;susceptible parent, R :resistant bulk,

Sysusceptible bulk, R ;resistant plant and S:susceptible plant. arrow shows the 410bp band of resistance plant.
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Fig. 3 Linkage map of powdery mildew resistant
gene Pm2-26 in line 2-26 with SBSI20
and SBSC2 markers
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