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Objective :The purpose o thispart of gudy wasto invedigate the mechanism o a new anti-ogeoporotic drug , XW630 on pro
noting ogeogenic activity. Methods : Totad RNA were i lated from ogeoblasts of the mice &ter the reaction with XW630 in 24 and
72 hours, that were hybridized with the extracted and digoxigenin-labeled TGP ; and the collagen  c¢DNA probes. Results:
XW630 dgrificantly pronoted TGP 1 and collagen  gene expresson in ogeoblags, and this drug was superior than other two
kindsdf estrogen in pronoting oseogenic activity ( P < 0. 05) . Conclusion : XW630 pronote ogeogenic activity of oseoblags,
probably by enhancing the mRNA expresson of TGP 1 and collagen
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