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Abstract ;In plant genetic engineering, development and application of tissue-specific promoter has been a hot spot in
order to express foreign genes correctly, efficiently and specifically. Green tissue-specific promoters can regulate the
expression of foreign genes in green tissues. The specificity of tissue-specific promoters is determined by the interac-
tion of positive and negative regulatory elements. This paper expounds the kinds of specific promoters and regulatory

elements. It also prospects its future application in plant engineering.
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