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Analysis of Gene Expression of Fatty Acid Synthase in Squamous Cell Carcinoma of the Oral Cavity by
the Method of Real-time Quantitative PCR WANG Yu—feng', WANG Xiao-yi®, GAO Qing—hong’, YANG Xiao—
yong®, WANG Hong—ping’, ZENG Lei>. 1. Key. Laboratory of Oral Biomedical Engineering of Ministry of Education,
Sichuan University, Chengdu 610041, China; 2. Dept. of Oral and Maxillofacial Surgery, West China College of
Stomatology, Sichuan University, Chengdu 610041, China

[Abstract] Objective To relatively quantify the gene expression of fatty acid synthase in squamous cell carcinoma,
adjacent tissue, and some normal oral tissues by real—time quantitative PCR. Methods The tissues were collected
fresh from surgical specimens. The collected tissues were minced. Then the total RNA was extracted. The RNA was
reversely transcripted into ¢cDNA with random prime. And then the ¢DNA was amplified by real-time quantitative
PCR to quantify the gene expression of FAS according to an internal control GAPDH. The difference of FAS gene
expression was compared between squamous cell carcinoma, adjacent tissue, and some normal oral tissues. Results
The expression of FAS of squamous cell carcinoma was notably higher than the other two P<0.001 . Conclusion
Real-time quantitative PCR provides a method for monitoring the expression of fatty acid synthetic activity in squa—
mous cell carcinoma, adjacent and normal tissues.
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Taq DNA dNTP RevertAid™
First Strand ¢DNA Synthesis Kit MBI
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1 FAS GAPDH
Tab 1 The primer and probe sequence of FAS and GAPDH
bp
FAS Forward Primer 5'-GTGCTGGACCTCTTCCTGAA-3"
Reverse Primer 5'-CGGATGCCCAGGATGTGT-3' 135
Taqman® MGB probe 5'-FAM-CAGCACAAAGCTGCTCAGGAC-TAMRA-3’
GAPDH Forward Primer 5'-GGGTGTGAACCATGAGAAGT-3'
Reverse Primer 5'=CCAAAGTTGTCATGGATGACCT-3' 143
Tagman® MGB probe 5'-CTGCACCACCAACTGCTTAGC-3'
1.3 PCR 100 nmol/L
1.3.1 RNA -80 C 300 nmol/L 3 nL 10xPCR
50 pg 1 mL Trizol Buffer, 3 wL 25 mmol/LL. MgCl, 0.36 pL. 25 mmol/L
5 min EP dNTP Mix 1 L 10 pmol/LL FAS TM, 1 wL10 pMFAS
RNA R, 1 pL 10uMFAS F, 0.3 pL. Tag DNA Polymerse
0.5 mL 5 U/pL DEPC-H,0 30 pL
RNA 1 mL PCR 94 °C
RNA RNA DEPC 2min 94 °C 20s 56°C 30, 60 °C
5pL -20C 40 s 45 72 °C
1.3.2 c¢DNA 2 pg RNA 5 min GAPDH FAS
0.5 pLL ribonuclease inhibitor
1 mL 10 nmol/L. ANTP Mix 1 pnL. 70 C c—
5 min MmuLlV Reverse Transcriptase 0.5 pL DNA
20 C 10 min 42 °C 60 min, 1.4
70 °C 5 min 5s Ct FAS Ct
c¢DNA -20C GAPDH Ct ACt Ct
1.3.3 PCR
FAS NCBI GAPDH Ct
PCR FAM SPSS 11.0 ,
TAMRA t P<0.05
RT GAPDH PCR 5
threshold cycle Ct X Y 2.1 FAS

25 pL cDNA 0.2 mL RT
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