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Screening of xylitol-producing strain and optimization

of its fermentation conditions

ZHAOQO Shou-jing, HOU Kun, LIANG Yan-long , XU Li-xin , QIAN Yan-chun
(College of Biological and Agricultural Engineering, Jilin University, Changchun 130022, China)

Abstract: A yeast, which can perform biotransformation from xylose to xylitol, was isolated from
corncob and was identified as trichosporon coremiiforme by morphological identification and 26S
rDNA D1/D2 domain sequence analysis. Besides, the optimal fermentation conditions were
determined through single factor test and orthogonal experiment. The optimal conditions are as
follows, carbon source concentration: 40g/l, nitrogen source concentration: 6g/l, initial pH: 7. 0 and
inoculum size: 6%.
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Fig. 1 Comparison of producing xylitol among

different strains
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Table 1 Ly (3*)orthogonal test and result

RS A/(g-1"DHB/(g- 1™ C D/ % #4kE/ %

1 20 3 6 4 38.61
2 20 6 7 6 57.82
3 20 9 8 8 48. 86
4 10 3 7 8 48.15
5 40 6 8 4 53.74
6 40 9 6 6 61.15
7 60 3 8 6 38.62
8 60 6 6 8 56. 08
9 60 9 7 4 59. 94

R 48.430  41.793  51.947 50.763

R» 54,347  55.880  55.303 52.530

Ry 51.547 56. 650 47.073 51.030

R 5.917  14.857  8.230 1.767
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Table 2 Comparison of some found xylitol conversions

bR 44 B AR 70 275 30k
C. tropicalis CICM Y0092 70 [12]
Trichosporon coremii forme 69.1 AR I
Hansenula anomala UN89 67.9 [13]
Candida tropicalis ASZ. 1776 66. 35 [14]
Candida guilliermondii FTI120037 65 [15]
3 4 18
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