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QoS Multicast Routing Optimization for DNA Genetic Algorithm
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[Abstract] A hybrid Genetic Algorithm(GA) based on DNA is proposed for the optimization of multicast routing with Quality of Service(QoS)
constraint. Based on the framework of GA with DNA coding and improved crossover and mutation operators, the proposed algorithm is also
combined with improved simulated annealing and niche operation to make the individuals of a niche enforce simulated annealing operation
independently and to keep the diversity of population, and further to improve search capability of the algorithm and convergence rate. Experimental

results demonstrate this algorithm is viable and efficient.
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