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Abstract: Guanine-rich sequence TTAGGG can form G-quadru@iéx@t the end of human telomeres, which
protect chromosomal ends from unwanted recombimatial degradation and inhibit the activity of teémase
enzyme, The telomerase was shown to be active%ii®B% of human cancer cells, but inactive in hgadthd
somatic cells. DNA is the potential target of orgaetallic ruthenium(ll) anticancer complexes. ltofsgreat
importance to study the interaction of rutheniummptex with the senior structural DNA G4. The preseark
focused on investigating the interactions betwesgarmmetallic ruthenium complexes and G-quadrupléve
pilot studies show that NF can stabilize the G4 structure to reduce the bindif biphenyl ruthenium
complexes to guanine bases, but the inhibitorcesffdisappeared as the concentration of ruthenamplexes
increases. This result suggests that the coordmati ruthenium complexes may distort and even ndwhe

G-quadruplex so that further coordination of ruthemto the linear DNA fragment occurred.
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(bip=biphenyt en=ethylenediamine ## C#k &1, W 4if< T4 1; G-quadruplex 22-mer
5-AGGG(TTAGGG)-3' (1) (HPLC4lift)): Takara’A /™ ii; TEAA (1 mol-L'"): AppliChem/: il
Py Mg (EaEalD: Tedia A7 ih; BEIREZ . Tris MIFEE (rr2ld; /K: Millipore #4l/K.
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DNA KA T/K 1175 2 mmol-L . Agilent 1200 HPLG s A 7K (% 20 mmol-L?
TEAA ), B AL (45 20 mmol-L ' TEAA #i); PLRP-S{Hilik: (50X2.1 mm). MS ik
B, VUE 10~20uL-min Y, ESIE [, WiZHk—2.5KkV, Conefi/k—42 KV, i 100°C, flf
Fifit i (CE) —9.9kV,
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Fig.1 Structures of ruthenium complexes 20 mmol-L" Tris (pH 7) Eiik (HED;
and sequence of strand | Rg DNA (1) RIEEREESSIA 111, 417081

Fig.2 HPLC for the interaction of {(n>bip)Ru(en)}**
and DNA in NH,AC and Tris buffer (pH 7)
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Fig.3 MS spectra for: strand 1(G4) in NH,Ac solution (left inset);
the interaction of {n®-bip)Ru(en)}** with G4 at different molar ratio(right inset)
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