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Primarily study on molecular behavior ecology of rice seedling in
response to daily change in sunlight intensity

LIN Wen-Xiong, YU Gao-Jing, XIONG Jun, CHEN Ting
(Institute of Agroecology, Fujian Agriculture and Forestry University, Fuzhou 350002, China)

Abstract Commonly cultivated high quality elite rice cultivar “Jiafuzhan” was used to study molecular behavior ecological
mechanisms in functional leaves of rice seedlings through investigation on their response to daily changes in sunlight intensity (from
6: 00 to 18:00). The results reveal 7 proteins with regular patterns of daily change in expression abundance and 6 of them are suc-

cessfully identified and predicted. The proteins are chloroplast photosystem I reaction center subunit II  proteinoid (spot 1 protein),

UMP/CMP kinase b (spot 2 protein), OSINBa0027P08.12 protein (spot 3 protein), putative reductase (spot 4 protein), putative chap-
eronin (spot 5 protein) and putative sesquiterpene cyclase 1 (spot 6 protein). Expression abundance of all identified proteins drop at
mid-day (12:00 ~ 14:00), except for spots 2 and 3 proteins. This implies that the molecular behavior ecological properties are related
to deferentially expressed protein abundance in functional rice leaves in response to changes in daylight.
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Tab.2 Identification of proteins of rice leaves by using MALDI-TOF/MS and database searching
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1 22 020 9.72 4/13 23 Chloroplast photosystem I reaction center subunit II- pro-
teinoid
2 23210 5.43 3/10 23 b UMP/CMP kinase b
3 227175 5.01 4/17 27 Lon OSJNBa0027P08.12 protein
4 29 582 5.63 3/9 24 Putative reductase
5 61550 6.61 5/10 14 Putative chaperonin
6 70 182 5.52 3/8 9 1 Putative sesquiterpene cyclase 1
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Fig.2 The 3-D predicted structures of protein spot 1 ( A, B ) and protein spot 2 (C)
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