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Chromosomal Arm Localization of Genes for Lateral Supernumerary
Spikelets in Tibetan Common Wheat Landrace Bangxing Wheat’
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Abstract Triticum aestivum L. con cv. tripletum has a unique spike morphology usually expressing 3 lat-
eral supernumerary spikelets LSS at a rachis node. Bangxing wheat is the typical one of Triticum aestivum
L. con cv. tripletum. It is derived from the collections of Tibetan common wheat landraces and stably express-
es the LSS character. The objective of this study is to locate the genes conditioning the LSS character on certain
chromosomal arms in Bangxing wheat. Results indicated that the LSS character is recessive and is inhibited by
the genetic background of Chinese Spring. Chromosomal arms SAL 4BL 6BS 7BL and 7DL carry genes for
LSS character. In previous studies segregation for LSS spikes was observed even though wheat expressed only
branched spikes which may be controlled by the LSS genes on chromosomal arms SAL and 4BL.
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Table Segregation for spike type in the F, populations derived from crossing Chinese Spring genetic materials to Bangxing wheat
Population No. of plants investigated No. of plants with LSS spike Frequency of LSS plant
CS DTIAS 65 1 0.015
CS DTIAL 76 4 0.053
CS DT2AS 59 3 0.051
CS DT2AL-MT2AS 75 5 0.067
CS DT3AS 63 2 0.032
CS DT3AL 62 2 0.032
CS MT4AS 57 3 0.053
CS DT4AL 59 2 0.034
CS DTS5AL 56 2 0.035
CS MTSAL 63 7 0.111°"°
CS DT5AS-MT5AL 68 8 0.118""
CS DT6AS 65 4 0.062
CS DT6AL 70 1 0.014
CS DT7AS 75 2 0.027
CS DT7AL 62 1 0.016
CS DT1BS 59 1 0.017
CS DT1BL 63 2 0.032
CS DT2BS-MT2BL 61 4 0.066
CS DT2BL 57 1 0.018
CS DT3BS 60 4 0.067
CS DT3BL 63 2 0.032
CS DT4BS 61 6 0.098"
CS DT4BL 47 3 0.064
CS MT5SBL 46 1 0.022
CS DTSBL 37 2 0.054
CS DT6BS 57 1 0.018
CS DT6BL 70 7 0.100"
CS DT7BS 65 7 0.108"
CS DT7BL 63 4 0.064
CS DTIDS 57 1 0.018
CS DTIDL 52 2 0.039
CS DT2DS 37 2 0.054
CS DT2DL 65 3 0.046
CS DT3DS 37 0 0.000
CS DT3DL 59 2 0.034
CS DT4DS 61 3 0.049
CS DT4DL 60 5 0.083
CS DT5DS-MT5DL 59 1 0.062
CS DTSDL 61 3 0.049
CS DT6DS 56 1 0.018
CS DT6DL 62 1 0.016
CS DT7DS 65 6 0.092°
CS check 528 20 0.038
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Fig.  Mid-type of F, spick type of Bangxing wheat x CS
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