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Tagging Salt Tolerant Gene Using PCR Markers in Soybean

Guo Bei,Qu Lijuan', Shao Guihua®’, Chang Ruzhen',
Liu Lihong', Xu Zhanyou', Li Xianghua', Sun Jianying'
(' Institute of Crop Germp lasm Resources of CAAS, Key Laboratory of Crop Germp lasm & B iotechnology,
M inistry of Agriculture, Beijing 100081; *Institute of Crop B reeding and Cultivation, CAAS)

Abstract: The purpose of this study was to screen and identify PCR markers associat-
ed with salt tolerant gene in soybean so that salt identification can be conducted efficiently
and accurately. Soybean cultivars w ith salt tolerance or susceptibility and three crosses of
salt tolerant cultivar w ith susceptible cultivar were used as materials in this experiment.
By using BSA method, two codom inant PCR markers were identified through the tolerant
(susceptible) salt cultivars bulks and the tolerant (susceptible) salt bulks of a F» popula-
tion. There was a 600bp band in the susceptible individuals and a 700bp band or two
700bp/600bp bands in the tolerant individuals. The markers were closely linked w ith salt
tolerant/susceptible alleles. M oreover the markers were tested in the other two “salt tol
erant cultivarx susceptible cultivar” F, populations and confirmed by 12 salt tolerance cul-
tivars and 13 salt susceptible cultivars w ith different genetic backgrounds. It indicated that
the markers (700bp and 600bp) can be applied in salt tolerant identification of the soybean
germ plasm resources, and markers-assisted selection in salt tolerant breeding of soybean.
The molecular markers, the obtained method and application of soybean salt tolerant gene
were patented for invention in 1998.

Key words: Salt tolerant gene; Molecular marker; Patent; Soybean



