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Tissue Culture and Plant Regeneration of Salvia miltiorrhiza Bge. f. alba

LIANG Hong-wei et al  (Biotechnology Research Center of China Three Gorges University, Key Laboratory of Natural Products Research
and Development of Hubei Province , Yichang, Hubei 443002 )

Abstract [ Objective ] The research aimed to propagate abundantly excellent line of S. miltiorrhiza Bge. f. alba by plant tissue culture, and
strengthen the utilization of the officinal plant. [ Method ] With the leaf and leafstalk of S. miltiorrhiza Bge. f. alba as explants, the different
mediim_were used to induce clustered buds, strengthen regenerative bud and conduct rooting induction so as to establish a set of rapid propa-
gation system. [ Result ] The great number of clustered bud were induced at MS medium with supplement 2.0 mg/L 6-BA and 1.0 or 0.5
mg/LL NAA. And the buds were transferred to MS medium with supplement 1.5 mg/L KT and 0.2 mg/L NAA in order to strengthen bud and
eliminate vitrification of buds. Then rooting induction was conducted at 1/2 MS medium with supplement 0. 2 mg/L IBA. The regenerated
plant was exercised and tansplant when they outgrew a few 2 cm stocky roots. The survive rate reached over 90% . [ Conclusion ] A whole re-
generation system of S. miltiorrhiza Bge. f. alba was established.
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Fig.1 The clustered shoots induction of Salvia miltiorrhiz-Bge. f. alba
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Table 2 The methylation proportion of chicken embryo %
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old except these methylatlon met y'atlon of two kinds of
two kinds proportion __ PrOPOrtion methylation
3 360 17.88 15.08 32.96
7 323 20.00 18.48 38.48
12 350 20.76 18.69 39.45
15 299 23.08 24.65 47.73
A3 Total 1332 20.48 19.30 39.78
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could not be digested and had no band. So it couldnot be detected.
For non-differential locus, the loci was thought as having no methy-

lation.
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