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Phylogenetic Study on Section Camellia Based on | TS SequencesData
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Abstract: Intemnal transcribed gacer (ITS) sequences of nuclear ribosomal DNA from 30 taxa of Sec-
tion Camellia were squenced and analyzed Taking C. sinensis as an outgroup, phylogenetic analysis of ITS
s*quenceswas conducted by using PAUP 4.0 The reaults indicated that the most plant in Section Camellia
fomed amonophyletic group. This group could be divided into o main clades (Clade  and Clade ).
The Clade  included the gecies distributed in central outh and utheast of China, supported by bootstrgp
value of 79%. The gecies distributed in uthwest China fomed another clade with bootstrap value of 92%.
The taxonomic and ewolutional relationships in Section Camellia were discussed based on the phylogenetic
analysisof ITS segquences, moiphological characters and geogrgphical distribution
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CTAB DNA ITSPCR 20p L, 0.5
Mmol- L™* 2.0mmol- L™ *MgCL 0.2mmol- L™" dNTP 1.2 U Taq polymerase 50 ng
DNA P1 (5'-AACAAGGTTTCCGTAGGTGA-3') P2 (5'-TATGCTTAAAYTCA GCGGGT-
3') PCR PTC-100 PCR PCR 94 5 min; 94
45 s 53 5 s 72 1.5 min, 40 ; 12 8 min PCR
(Pomega ) AB 1377
PL P2, , , Gen-
Bank 1
Clustal X ITS , ,
PAUP 4.0 (Swofford, 2000) (gap) (missing)
, (Heuristic)
, 1 000 (bootstrap)
2
2.1 ITS
ITS ( 5.89 634 669 bp, ITSL
239 260 bp, 251.1 bp, M 211 249 bp , 238.9 bp 5.8S
164 bp, ITS GC 68. 18%,
M GC 75.76%, ITSL (70.00%)
, ITS 695 , 94 ,
13. 53% 71 , 10. 22%
ITS , ITSL 39 , X 29 ITSL
T 3 5.8S
2.2
(1
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#% C. sinensis (L.) O. Ktze EF649693
IS C glabsipelara EF649683
—— BaRkLL i C. cryptoneura Chang EF646291
L ZERKLLILEE C. oligophlebia Chang EF646295
Clade 11 92% 9200 - ki4LLIL%E C. brevicolumna Chang EF646293
[ T SEnf P RLLIIZEC. pitardii Coh.St. var, yunnanica EF646289
——— WL C. pitardii Coh.St. var. pitardii EF646288
| 74% ‘ - 44 C. tunaganica Chang EF646294
| & YHTLILZE C. jinshajiangic Chang EF649685
‘ 810 —— illi% C. reticulate Lindl. EF639856
‘ L @S C tenuivalvis Chang EF646296
i ——— b4l ZE C. boreali-yunnanica Chang EF649281
99% — KBLLIUIE C. villoda Chang EF646283
—— L% C. polyodonta How EF646285
——— KABZLIL % C. magniflora Chang EF649684
ggop [ MALLUIZE C. compressa Chang EF646284
‘ ; S BRRLLLZE C. oviformis Chang EF646292
| 79% | 1 FEEiLLLZE C. concina EF649682
Clade I L JpE4LII%E C. lungshenensis Chang EF646286
84% \ —— (1% C. japonica Linn. EF649690
| i 76°LF — #Uli% C. semiserrata Chi EF649688
w —  — RFLlEE C phellocapse Chang EF649689
| = L P{ER§IZ C. semiserrata var. albiflora Hu EF649691
} —— WRTALIZE C. chekiangoleosa Hu EF637042
| 1 999% —— PANALLILI%E C. lucidissima Chang EF639854
‘ —— BELOIIZE C. liberisamina Chang EF649692
———— B4 L2 C. crassissima Chang EF639855
r 779% —— KFLLUIE C. magnocarpa Chang EF649686

100%

" #E1L£001%§ C. mongshanica Chang EF649687
87% — FLELLIIA C. brachygyna Chang EF646287
L BELLIEE C. xifongensis Li EF646290

1 ITS
127, (cn 0. 795, (RI) 0.938
Fig 1 Themaximum parsmony tree of the Section Camellia based on ITS squences
Length =127, CI=0.795, RI =0.938
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