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, 5 FAM DNA 20ng, 10pnol ,1 % buffer
1.3 DNA , Mgd, 2. 3 nol , dNTPs 0. 21 nol , Tag DNA
) 1U PCR :94  60s 94
05-1# 05-2# 05- 3# ) 40s, 40s,72 40s, 35
/ , DNA ,72 10mn 4
(BECKMAN DU650) PCR ( 1 PCR
- 20 YL, ABI310 GeneScan
1.4 PCR PCR (2L)
1 5
Tab.1 Characterization of 5 microsadlite loci in F. chinerds
Locus Primer sequences Repest type Tm
TACTTTAATGGITGCTG
Fo04 (TTA) 14 55
TACCAAGAATGGAGIG
ACAACATAGCCAAGCAC
Fo06 (TAA) 16 55
TATTCCTGITCCTATITG
TCACATTAACCAGACAA
Fc18 (CA)/A(TA) 2 54
AAATGITATCGITAGGA
ATATGGAAGITCCTTITG
Fc24 (TOw 55
CTATCCTTATGIATCTGICA
CGACCATTTTCGGTGITC
Fc27 (AG x 53
CCTCCAATAATTGAGACG
1.5 10 5—45 PIC ,
, 5 2 G- 1# 6 G- 2# 14
X 2 ., 06-3# 10 , Ropulations 1.2
CERVUS(Vergon 2 0) ™ DAS (Shered dlde digance) [
He UPGVA
2 5
Tab.2 Garotypes segregation of dfring & 5 loci in each fanily
Faily Locus Parentd gerotype Gerotype (observed number off oring) p
dre Dam
05- 1# Fc04 196/ 229 196/ 223 229/ 196(10) 229/ 223(7) 196/ 196(5) 223/ 196(6) 0.57
Fc06 203/ 215 203/ 227 203/ 227(10) 203/ 215(8) 215/ 227(5) 203/ 203(5) 0.46
Fc18 151/ 166 174/ 180 151/ 174(7) 151/ 180(7) 166/ 174(8) 166/ 180(6) 0.9
Fc24 211/ 231 207/ 231 231/ 231(4) 211/ 207(8) 211/ 231(9) 231/ 207(7) 0.57
Fc27 201 237 201 231 201/ 201(5) 201/ 237(6) 201/ 231(6) 231/ 237(11) 0.37
05- 2# Fc04 196/ 226 196/ 214 196/ 214(9) 196/ 196(11) 196/ 226(7) 214/ 226(7) 0.73
Fc06 197/ 209 197/ 209 197/ 197(11) 197/ 209(15) 200/ 209(8) 0.61
Fc18 170/ 170 166/ 191 166/ 170(14) 191/ 170(20) 0.30
Fc24 237/ 247 219/ 247 219/ 237(9) 219/ 247(8) 247/ 237(11) 247/ 247 (6) 0.67
Fc27 187/ 237 187/ 237 187/ 187(12) 187/ 237(16) 237/ 237(6) 0.36
05- 3# Fc04 217/ 229 205/ 217 205/ 217(9) 229/ 205(5) 217/ 217(9) 217/ 229(7) 0.69
Fc06 197/ 215 203/ 215 197/ 203(6) 197/ 215(10) 215/ 215(7) 203/ 215(7) 0.75
Fcl18 191/ 151 166/ 217 191/ 166 (5) 191/ 217(8) 151/ 166(11) 151/ 217(6) 0.42
Fc24 219/ 207 237/ 211 219/ 237(7) 219/ 211(9) 207/ 237(9) 207/ 211(5) 0.69
Fc27 187/ 191 231/ 231 187/ 231(12) 191/ 231(18) 0.27
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Tab.3 Average vdue o genetic ddances among individud s within and
between families05- 1# ,05- 2# ,05- 3#

05- 1# 05- 2# 05- 3#
05-1#  0.495+0.153
05-2#  0.864+0.101  0.425+0.118
05-3#  0.858+0.103  0.788+0.100 0.542 +0. 168
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KINSHIP ANALY SIS IN THE CHINESE SHRIMP ( FENNEROPENA EUS CHINENSIS) BASE
ON MICROSATH.L ITE DNA MARKERS

WANG Hong- Xia ,ZANG Xiao-Jun LI Fu-Hua and XIANGJiarr Hai
( Experimental Marine Bidogy L aboratory , Ingtitute  Oceandlogy , Chinese Academy d Sdences, Qingdao  266071)

Abgtract :The mating mode of Chinese shrinp ( F. chirensis) is supposed to be pair meting from observation of their meating
habits. However ,this suggegtion has not been corfirmed geneticaly yet. In this sudy five microsadlite loci ( Fc04 , Fc06 , 18,

Fc24 and Fc27) were used to survey the mating node of the wild Chinese shrinp in ten families which were built in different
years. The mel€ s gerotypes could be determined from those of afermale and her off ring at every locus. Only one combi nation of
male gernotypes was observed in each family. Farther ,the spoerm DNA o wil d mel e was extracted from copulated wild femdle thel y

cum in three families o the ten. The result of microsatellite markers showed that the sperm DNA of wild mdes were not contant

nated by female genome DNA. At each locus ,every progeny had one dleefound in the male gerotype. The digtributions of gene

typesin df ring o the ten families were cond gent with the Menddian segregation. All of these suggested that one female coput

lated to one male and supported that the meting node of this prawn is pai-maing. The cluger andyss based on UPMGA (un-

weighted pair-group method usng arithmetic averages between individua within/ anong families was d 9 examined and showed
that each family formed snde cluger ,resectively. Microsatdlite markers as an dfective tool for kinship andyss could be widdy
used to reved the populaion gructure ,meting mode ,etc. in breed ng programs.

Key wor ds : Microsatdlite ; Fenneropenaeus chinensis ; Kinship andys's





