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Abstract

AIM: To establish a specific-pathogen-free
(SPF) BALB/c mouse model of Candida albicans
gastrointestinal colonization following antibiotic
treatment.

METHODS: Female SPF BALB/c mice were
treated for 5 days (120 h) with ceftriaxone ad
libitum in drinking water, followed by a single
oral gavage of 10'CFU (50 uL) C. albicans. The
gastrointestinal microbiota of mouse model was
analyzed by plate counts and 16S rDNA-based
polymerase chain reaction-denaturing gradient
gel electrophoresis (PCR-DGGE) technique.

RESULTS:
teric bacterial levels were reduced significantly
by 99.99% at day 5 of antibiotic treatment (an-
aerobe: 8.53 = 0.31 Log,,CFU/g vs 4.18 + 0.90
Log,CFU/g, P < 0.01; enteric bacteria: 3.67 £ 0.14
Log,CFU/g vs 0, P < 0.01). DGGE profile clearly

The culturable anaerobic and en-
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indicated that the bacterial diversity of the gut
microbiota was obviously decreased (from 27-32
bands to 2-7 bands). A single oral gavage of
10’CFU C. albicans resulted in C. albicans deposi-
tion in stomach, small intestine, cecum and large
intestine of antibiotic-treated mice at day 2 post-
antibiotic treatment (4.44 + 0.02 Log,,CFU/tis-
sue, 5.05 £ 0.19 Log,,CFU/tissue, 5.62 + 0.06
Log,(CFU/tissue and 4.95 + 0.14 Log,,CFU/tis-
sue, respectively), and 4.01 = 0.06 Log,CFU/g
C. albicans colonization in gastrointestinal tract
of antibiotic-treated mice at day 7 post-antibiotic
treatment. The enteric bacterial levels of the gut
mcirobiota of mice model was 10- to 100-fold-
higher as compared with those in the mice un-
treated and antibiotic-treated only at day 7 post-
antibiotic treatment (3.65 + 0.16 Log,,CFU/g, 3.21
+ 0.18 Log,(CFU/g vs 5.42 = 0.33 Log,,CFU/g,
P < 0.05). The analysis of DGGE profile showed
that the bacterial diversity of mice model was
lower (antibiotic + Candida/22-24 bands, Con-
trol/28-34 bands and antibiotic only/27-34
bands), and similarity values of each mice
ranged from 63.8% to 67.0%.

CONCLUSION: Antibiotic-induced microbiota
disruption leads to persistence of gastrointesti-
nal C. albicans colonization of SPF BALB/c mice.

Key Words: Antibiotic; Candlida albicans coloniza-
tion; Microbiota
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