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Sudy on Devdopnertd Change of Miede | G~ R Gere Expressionin Sheep

HUANG Zhi-guw et al  ( Liguor- melking Hotechnology and Apdication Key Laboraory of Schuan, Schuan University of Sdence and BEngineering,
Zdgong, Schuan 643000)

Aostradt [ (jective] The sudy wes to provide the badc datafor sudying grovth and developnert of sheep . [ Mithod] Wth kazak nale sheep of 2, 30,
60, 90, 120 day-od and Xnjiang fire wool sheep of 2, 30, 60, 90 day-dd as the tested anind , the 1G~1R gere intheir mscle vas andified vith
PCR, and the andified produds vas detected by electrophoress and its sequernce vas ardyzed . [ Resut] The PCR anpified products of | G~IR gere
appeared 2 srips vith 287 and 379 bp in agarose ¢el . The honology of | G~ R gere in sheep and cowwss 98 .59 % . During the whole research process
the expressionleve of | G~1 R nRNAIin Kazakh sheep wes lower and stalde and dightly increased a 30 day-odld . The exgressonlevel of 1GRIR mRNA
in Xinjiang fine wool sheep wes higher a 2 day-dd , and slightly decreased a 30 day- dld and reached the highest peak a& 60 daydd , and decreased to the
loved level & 90 day-dld, and the expression level at dfferert day-d d wes sigrificartly dfferert . The exgressionlevel of mMRNAIN Kazakh & 2 60 day
od wes obvowdy lower thanthet in Xjiang fine wool sheep , and wes significartly higher thanthet in X jiang fine vool sheep a 90 day-dd. [ Corclu
sion] The | G~IR gere expression in sheep muscle had kg dfference between vaieties .
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