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Bio-entity Name Recognition Based on Edit Distance and
Multiple Postprocessing

YANG Zhi-hao, LIN Hong-fei, LI Yan-peng
(Department of Computer Science and Engineering, Dalian University of Technology, Dalian 116024)

Abstract A bio-entity name recognition approach using edit distance and multiple postprocessing methods is presented, which expands dictionary
via the abbreviation definitions identifying algorithm and improves the recall rate through the edit distance algorithm. The post-processing methods
of improving the performance including first-keywords and post-keywords expansion, POS(Part of Speech) expansion, merge of adjacent entity
names and the exploitation of the context cues are discussed. Experimental results show that with the above methods even an internal dictionary
based system can achieve a fairly good performance.
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2.3 Threshold Recalll(%) _ Precision/(%) F-scorel(%)
POS(Part of Speech) 0.00 64.01 68.21 66.04
0.01 67.44 68.30 67.87
0.02 68.81 68.16 68.48
1) 0.04 70.74 63.04 66.67
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0.08 71.44 59.36 64.84
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