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Investigation on Duck Circovirus Infection Situation in Sichuan and Chongging Partial Area in 2007 — 2008 and Analysis on its Se-
quence

YANG Xiao-wei et al (Rongchang Campus of Southwest University, Rongchang, Chongqing 402460)

Abstract [ Objective] The aim was to study the epidemic situation of duck circovirus in Sichuan and Chongqing area. [ Method] 18 died
sheldrake in Sichuan and Chongqing area were selected, and the DNA in their liver, lung, spleen, lymph and heart was extracted at sterile
condition. The primer was designed according to the conserved sequence of Duck Circovirus for PCR amplification, the sequence of amplified
product was determined and its homology was analyzed. [ Result] One positive sample was found in 18 died sheldrake. After PCR amplifica-
tion, a strain with about 228 bp was obtained. The PCR product of positive sample was inserted into PMD18-T vector and transferred into esch-
erichia coli JM109, its sequence was correct detected by PCR, and its homologies with DQ166838, EF370476, EF451157, EU344807,
NC005053, AY228555 were 96.5% , 95.3% , 90.6% , 89.8% , 89.4% and 89.4% resp. [ Conclusion] The infection level of duck circo-

virus in Sichuan and Chongqing area was low.
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Fig.2 Homology comparison of partial gene sequence of duck

circovirus infection in Chongging and other six strains
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Fig.3 Phylogenetic tree of partial gene sequence of duck circovirus in-

fection in Chongqing and other six strains
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