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Aostradt [ (jective] The research a ned to preli mnarily discuss the geographic varidion & Qodignus( O.) pditus.[ Method] The sandes of Qtig
mug O.) pdits vere preserved by 95 % ethanol ,and then been extracted for its totd genone to undergo PCR anmdificaion and sequercing . At ladt its
sequerces vere ardydzed vith Austd XL .83 sdtware .[ Resut] Atotd of 26 hadatypes vere ddined by sequences variance ,and 58 indvidud s vere cd-
lected from11 locatiors in five popudtiors .Piyogenetic tree ( Baydan) of haddypes wes very corfudon ,whch showed that the range of geretic diversty
wes very large ,irfl tenced by deacid periods inthe Heigocere [ @nclusion] According to nolecuar clock of athropods the data suggested thet the distri-
buion pattern of Qadignuy( O.) pditus vas very aigind ,whchforned after the nidde of Tertiary Reriod .So it vasrit irfluenced by dacid periodsin

the Heidocere .
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1
Tade 1 Thesanfling dtes sande 9z and haddype & Qadtigms pditus

Sandirg sites Nurriper Popdation Hd dype

6 LNI-4 LN2-1,LNB-1
Sharshennieo & Hludao Gty ,Lisoning

5 Di- 3,501,508 1
Longnen of Layang Gty ,Sandong

7 HE-1,921-5 ,9J22- 1
Lirggh d Jrehong Gty ,Shand

7 SYCl-4,SY®-2 ,SYG3-1,SYCHL
Yorgi of Yucheg Gty ,Srarni

15 HEl-10,HB22 \ HB3- 2 ,HB4 1  HES 1
Crengde surbub of Hebel

6 SHY1-4 ,SHY2-1 ,SHY3-1
Haeyin of Véiran Gty ,Sheand

3 SXAL-1,SXA-1,SYd-1
Meao Towship  Zhouzhi @urty ,X{an Gty of Sreand

2 SYQ2
Luanchuan Qurty ¢ Heren

1 SNZ1-1
Narzheng Qurty d  Harehong Aty ,Sreand

3 J9-1,J2-1
Nanping Fude Mutain d Jangsu

3 GX1-3
Hap ng checkmirt of Qanod

td 58 5 26
1.2
(30130040) 121 PCR
(1980- ), : : :
. , K ( 30 mmd/ L tris HQ ,

2008- 12-11 pH 8.0, 0.1 md/ L EDTA, 0.1 md/L NaQ ,
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1 % SDS) 55 2 4h, (5 24 1) ( Sutigera cdegdrata, NC . 005870, Scu)
2 (24 1) 1, ( Thyropygus sp ,NC. 003344 , Thy) ' cob
(-20 ) DNA, TE , - 20 Mga V3 .06~ 7
, K nua 2 paramneter
PCR “pimerl 405(5- GGA TAI GTA TTA (p-distarce) Mbckeltet 3.7
CCA TGA GGA CAA ATA TG3) ;priner2,1080(5-CTA CTG K81 +
GAC GGG CTC CGA TTC AGG TTA G3) PCR | +G, PAUP 4 .0 b10!8
30, DNA : 10 nmol/ L dNTP 2 d ,10 x Bufer ( Bayes an Irfererce) [9- 1
3.0, 25 mul/ L Myd,3.0 4 10 pnul/ L 21U , M Bayer v 3.0B4 , 2 000 000
Taq dd HO 30, ddHO 95
5 mn, 195 355,52
3Hs,72 Q0 s, 35 , 72 21 58 cob
10 nmin PCR ( ) : : 546 bp,
, ABl PRISMHBgDe ( Perkin-H ner) (\ariade Ste) 227 ( Parsi mony
AR 3730 DNA DNA = Irfornative Plymurphic Ste) 1% 26
12.2 Quwstd X ( Had atype) ,5 ,
18 DNA , ( 2 PALP 4 09
cab 546 bp , GnBank 01% 26.2%), 13.0 %
2
Tade 2 Gerdtic dverdaty ardyds 0 O. pditus
Popd dion Sange quatity  Hyddype quartity  Vaidion sites Haddyoe dversity  Nudeotice derdty
Northeest popuation 6 3 62 0.600 0.037 85
5 3 89 0.700 0.075 46
Hanghue dan suoregion popdaion d Nath China
38 16 178 1.000 0.098 05
Loess Hateau suregion & North Chiran popdaion
Suth Gina popdaion 3 1 0 0 0
Cerird Gina popd dion 6 4 175 1.000 0.181 62
btd 58 26 227 0.947 0.112 82
2.2 5 , 0.2609 0.319;
, 0.088 0.109; 0.263 0 .313;
, 0.0% 0.114; , 0.278 0.330( 3
3 5
Tade 3 Pdr- wse gergtic dstarne anong five geogaphicd popdaios d O. pditus
. . Hienghud ddn suaregon Loess HRaeau suregon of Crtrd Gima Souh Gina
Popu dion Nrthesst popul dion
popdation & Nith China Nrth China popdation popd dion popdation
Northeagt popddion
0.08 0.109
Hanghue dain suregion
popuation d North Chira
0.110 0.132 0.0% 0.114
Loess Hateau suregion
of Nrth Gina popuation
0.269 0.319 0278 0.330 0.283 0.313
CGrrd ina pddion
0.155 0.179 0154 0.178 0.1 0.174 0.213 0.253
South Ghira popddion
23 Modetest 3.7 cab K81uf +1
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