LR W R ZE, Journal of Anhui Agri. Sci. 2009,37 (14) :6375 —6377,6415

EEmE 9N BEEEW XmR

BEAA IGF-1 BERKNE T HTLH
s A

(L. )1 T2 BB AR e R I B P VU )11 48 B SR 2 W1 1 T 6430002 B R RA% S RB 2 e » TLIR 2 210095)

BE (A8 ] AL FEAFFNBRLENATREFHLERLRB T (Insulin-like growth factor T, IGF-1) A B £ X F M9 Rk, A
FI A RRFORARMLAHA. [Fk IRALHZE PCR AR 2 ANBAr £ 4£2.30.60.90 F= 120 B #8F LA & IGF-1 mRNA &K -F,
I SPSS A HATHIT M. (LR ] HFMA IGF-1 mRNA 9 R 2 FHA B M EN B AN BR GRS, S LEMA IGF-1
mRNA #d-E AT 30 B, HBAELF AT 0 BB S FAFHRATE2 ARA 0 RN ENBRLLLRFXEE (P>
0.05), 30 ~60 B#&HAREFKTHBELE (P <0.01). [t ] ABob L EfMBMLEIA [GF-1 mRNA £ LA AME
FREMBK AR EAAEDHER.

KW HEICGFL R

hEHES  S826 CHERARIRE A XEHS 0517 -6611(2009)14 - 06375 - 03

Developmental Changes of IGF-1 mRNA Expression Level in Sheep Muscle

HUANG Zhi-guo et al (Liquor-making Biotechnology & Application Key Laboratory of Sichuan Province, Sichuan University of Science &
Engineering, Zigong, Sichuan 643000 )

Abstract [ Objective ] To detect the mRNA of muscle insulin-like growth factor I (IGF-1) in the early development of Kazak sheep and Xin-
jiang fine-wool sheep, so as to provide information for the research about the early growth and development of sheep. [Method ] With real-time
quantitative PCR,, the muscle /GF-1 mRNA level was separately detected in two varieties of sheep at 2, 30, 60, 90 and 120 days old peaking
at 30 days old in kazak sheep and at 60 days old in xinjing fine-wool sheep. Then the data was analyzed with SPSS software. [ Result ] The
IGF-1 mRNA of sheep muscle first increased and then decreased with ages. The IGF-I expression level of Kazak sheep had no significant differ-
ence with Xinjiang fine-wool sheep at 2 days old or 90 days old (P >0.05), but it was lower than that of the latter with extremely significant
difference (P <0.01) from 30 to 60 days old. [Conclusion ] The male Kazak sheep and Xinjiang fine-wool sheep have similar model of devel-

opmental changes of muscle IGF-1 mRNA, but there are differences in expression level between these two species.
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Table 1 Parameters of specific primers for IGF-I gene and GAPDH gene
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IGF-1 P1:5'-TATTTCAACAAGCCCACG-3’ 56 109 bp
P2:5'-ACATCTCCAGCCTCCTCA-3’ (32 - 220 nv
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P2:5'-GAAGAGTGAGTGTCGCTGTTG-3’ (364 - 742 nt)
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Note: 1. pUCI8 DNA/Msp I DNA Ladder; 2. Products of /GF-1.
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Fig.1 Gel electrophoresis of IGF-I gene amplified by RT-PCR
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#:1. pUCIS DNA/Msp T DNA Ladder;2. GAPDH §145=4).
Note: 1. pUC18 DNA/Msp I DNA Ladder; 2. Products of GAPDH.
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Fig. 2 Gel electrophoresis of GAPDH gene amplified by
RT-PCR
1 |
50 e —

1O e -0 0

B9 B -

B:1. pUCI8 DNA/Msp I DNA Ladder;2. IGF-I-pMDIS-T % PCR
vy .
Note: 1. pUC18 DNA/Msp I DNA Ladder; 2. PCR products of 1GF-
I-pMD18-T.
3 E4Hh IGF-I-pMDI18-T §j PCR ¥ E Rk E
Fig.3 Identification of IGF-I-pMD18-T by PCR
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#:1. pUCIS DNA/Msp T DNA Ladder:2. GAPDH-pMDIS-T Jik:
=Y.
Note: 1. pUC18 DNA/Msp I DNA Ladder; 2. PCR products of GAP-
DH-pMD18-T.
4 EHFRH GAPDH-pMDIS-T #j PCR X2 HikE
Fig.4 Identification of GAPDH-pMD18-T by PCR
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Note: A, B and C are respectively the amplification curve, standard curve and melting curve of IGF-1 gene; D, E and F are respectively the amplification

curve, standard curve and melting curve of GAPDH gene.
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Fig. 5 Amplification curve, standard curve and melting curve of muscle /GF-1 and GAPDH
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Note: The lowercase letters indicate the difference of Kazak sheep at
different ages: the uppercase letters indicate the difference of
Xinjiang fine-wool sheep at different ages; the two without com-
mon letters are significantly different (P <0.05) ; the double
stars “# % ” indicate extremely significant differences of IGF-1
mRNA at different ages (P <0.01).
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Fig.6 Developmental changes of muscle IGF-I mRNA expres-
sion in Kazak sheep and Xinjiang fine-wool sheep
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Fig.3 The Pro content change under salt stress
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Fig.4 The POD activity change under salt stress
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