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EQ dennc Survey on Pdato Mrus and Detedtion and | certification o Potato Mrus Sin Zhangiakou Gty of Heba Provnee

TIAN Yogld e d

( Cdlege of Agricultud and Botechrology ,China Agiicdturd Uhiversity , Beijing 100193)

Aostradt [ (ective] The a mwas to understand the occurrence condtion of the potato virus disease in Zhangiakou Gty of Hebd Provi nce and i dertify
the potato virus §(PVS) .[ Method] 46 potato sarmdes colleded fromZhangiakou Gty of Hebel Province vere detected through hiologcd determinationand
serologicd and mdecdar hiologicd detection [ Result] Anong the 46 potato sandes ,35 sandes vere irfected by potato virus Y(PVY) of wHch 6 sam
des vere mxed irfection of PVY and PVS the rest of 29 sanpes vere sinde i rfection of PVY . The patid sequernce of coa protein gere of PVS wes am
dified by using specific pri ners andthe target produat of 685 bp wes obtained . The sequernce shared above 80 % nuclectide honol ogy vith the reported PVS
and it encoded 227 anino acid . The amno acid ho nology of the sequence wes nore than 90 % conpared with that d the reported PVS coat protein,wiich
corfirned thet the sangde wes talking PVS [ Cond wsion] The research provi ded the basis for the control of poteto virus disesse inthe areain the future .
Key words Potato Mvirus ; Epidenic survey ;ldertification

20

S (Potato virus S,PVYS)

; 10% 20%
[1-4]
: S
11
46
X ( Patato virus X ,PVX) Y (Potar
to virss Y,PVY) A ( Potato viris A,PVA)
M ( Poteto virts M,PVM ( Potato leaf rdl
virts ,PLRV) ( Potato yellow dvaf \irws , PY-
DV) PVS ACD ; ( Potato
nop-top virws ,PMIV) B OREBA
TRNol TIANGEN ; M MLV
RNA dNTP mx Ronega ; BX
Tag DNA pMD18- T vectar kit Takara
;DNA OMEGA
1.2
121
(2006
1 K209)
(1984- ), : :
* , E ndl :linf9 @ pvch-
na.org

2008-11-17

( Ncdina tabacum Sansunnn)

( Ncatina tabacum Whte-

Bul ey) (' Crenopodi um qui a) ( Ghenopodum &
neraticda) , 24
12.2 46 0.2¢g 110
(W'V) :

4000 r/ mn 3 mn :

( DAS)- ELISA ,

PVX PVY PVA PVM PVS PLRV PYDV  PMIV
8
1.2.3 ,
TRNd RNA,
[IPVS 5 CCT CAA AAA GGC ACA ATT CAA C3
PVS 5 AAT CTC AGC GCC AAG CAT C3 RT PCR
PVS CP RT-PCR 0.2 m
PCR 25U DEPC 2 5x MMV Bffer 1 yl dNTP
( 10 mel/L) 054 PV( 20punu/L) 0.5
M RNsin(40 U ) 34 RNAO.5 ud MMV Rewerse Tran
scripgase (200 U W) 10 Wl 42 50 mn
2 u , 6 u DEPC 5 10 x Bdfer 2
W dNTP 14 14 Bx Taqg DNA (5 U
g, 50 94 5 mn ;A4 30s,58 30s,72 45
s,30 ;72 10 mn
PCR 1%
pMOL8 T BamH

Hnd PCR

DNAMAN5.0 40  BLAST (2
2.1 4 5d,



1002

4 5d
2.2 DAS ELISA ,
406 nm , ODygs ODy 22
, PVX PVA PVM
PLRV PYDV PMIV 6 ,
PVY  PVS 46 35
, 29
685 bp
M Mrker( DL-2000) ;1 2 PVS ;3
Nte : M. Marker( DL- 2000) ;1 - 2 .PVS podtive sanples ;3. Negative
cortrd .
1 PVS
Fg.l & dedrophoreds resut d PVS angifi cation produtt
23 PCR , 1%
( 1), 68 bp
, 685 bp,
7380 8 064 , (7211
8 095) BLAST , PVS
, BLAST
, , \Mtava ( A1B63610.1)  Andean
( Peruv an) ( DO0461 .1) ,
( 936 )
Maxwal- Wegrer ,
[1] : [J .

,2006 ,23(6) :1198 - 1201 .
[2] JASPARD F,NAD} M,ROUANE A.Ddedric proparies d Hood: An i nvesti g

2000
88 %, PVS ( AY687337.1) PVS
( DCB15387) 84 %
, 227 PVS
90 % ,
S

3

(1) :

, PVY 76%, PVS PVY

RT- PCR
[3]
2) S
, PVS

[1] NEXZ,9NCHRP.Btediond mlti de padao viruses wd g andigo( dT) as
acommoncONA riner in miidex RFPCRJ] .Jourd o Mrologed Mth
0ocs ,2000 86:1P - 185.

[ . IC RI-RFCR [J . ,
2005,25(9) :8- 10.

[3] : : [J .

2007(3) 119- 21.

tion of heenatoait dependence[J] .Aysiologed Mesurenert ,2003,24 137 -
147 .

[3] JASPARDF,NAO] M Ddedric propaties d Hood:aninedigation d tenpara:
ture deperderce[ J .Physiologecd Measurenert ,2002,23 547- 554 .

[4] , : Gle Qle
[J . 2003,22(4) :309- 312.
[9] : : : [J .
2000 17(2) B- K.
[6] , , 10 H 10 M4
[J . 2003 19(3) :309 - 316.
[7] : : : [J .
2006 . 5(4) 4 - 427 .
(€] : : : [J .
2006,29(6) 13- 14.
[9] : : :
[J . 2007 26(1) :93- 95.
[10] . [Jj . 200,16
(D) 1%6- 182.



