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SSR Analysis of Resistant Genes to Head Smut in Maize

QIU Hong-bo et al (College of Agronomy, Guizhou University, Guiyang, Guizhou, 550025)

Abstract  [Objective] The research aimed to screen out SSR polymorphic primers that could better mark the resistance gene to head smut in
maize. [Method] With 5 maize varieties as tested materials, genomic DNA was extracted from the etiolated corn seedlings of maize. After the
concn. and quality of the extracted DNA was detected, 85 pairs of primers were selected to make SSR amplification on the resistance gene to head
smut. [Result] Sixteen pairs of primers had better polymorphism and 45 polymorphic bands were amplified, with the fragment size of 50~1300 bp.
Among them, the polymorphic bands amplified by primer Bnlgl755 was most. Primers Bnlg1246, Bnlg1194 and Bnlg125 showed an obvious
difference between resistant materials and susceptible materials. [Conclusion] Bnlg1246.Bnlg1194 Bnlg125 could be taken as the primers of
analyzing the SSR markers for the resistance gene to head smut in maize.
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Table1 16 pairs of SSR primer and their position and repetition
types in corn genome

G SSR 5191 G ECEIES
No. SSR primer Position in gene map  Repetition type
1 Phi053 3.05 ATAT(5)
2 Phi057 7.01 GCC
3 Phi374118 3.02 ACC
4 Phi001 1.03 AG
5 Bnlg278 5.05
6 Bnlg125 2.02
7 Bnlg439 1.03
8 Bnlg2144 2.08 AG(32)
9 Bnlg1246 5.05 AG(17)
10 Bnlg1194 8.01 AG(33)
11 Nc130 5.00 AGC
12 Phi076 411 AGCGGG
13 Dp.pssr12 1.08 AC(15)
14 Bnlg1755 4,05 AG(27)
15 Bnlg2123 1.11 AG(31)
16 Bnlg1041 1.06 AG(13)
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Note: 1. Disease resistance female parent Gi; 2. Susceptible male parent
Pg; 3. Parent hybridization Fy; 4. F, resistant bulk; 5. F, susceptible
bulk. The same as follows.

1 Phio57 3R # 8 & A1 I EE
Fig.1 Polymorphism amplified patterns of Phi057 against
tested materials
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2 Bnlg278 XHA# B A Y IBEE
Fig. 2 Polymorphism amplified patterns of Bnlg278
against tested materials
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3 Bnlgl755 Xt Y & A58 1B E ik
Fig. 3 Polymorphism amplified patterns of Bnlg1755
against tested materials
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Fig. 4 Polymorphism amplified patterns of Bnlg1246
against tested materials
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AR FeAh, Ak )G PCR SOV RS8R - 414 I NAR R 20 pl,
H:r 1xbuffer[10 mmol/L Tri-HCI(pH {4 8.8),50 mmol/L KCI,
2.0 mmol/L MgCl,, Nonidet P40 0.08%)],0.2 mmol/L dNTPs,1 U
Taq DNA A1, 0.4 wmol/L SSR 5147, 20~50 ng 147 DNA.
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5 Bnlgl194 Xk #f ) & 251418 EIE
Fig.5 Polymorphism amplified patterns of Bnlg1194
against tested materials
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6 Bnlgl125 Xk B9 AT G EE
Fig.6 Polymorphism amplified patterns of Bnlg125
against tested materials
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Fig.1 RNA gel electrophoresis of
Pinellia ternata ( Thunb. ) Berit leaves
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