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Advance Progress on the Blossoms Correlation Gene in Plants

LU Hai-minetal (Key Laboratory of Pomology, College of Horticulture and Landscape Architecture, Southwest University, Chongging 400715)
Abstract The blossoms correlation genes in plants were introduced from 3 aspects, the homologous heterogeneoustype gene, the flowered
meristematic tissue characteristic gene, the blossoms time correlation gene, especially the LFY homology gene in fruit tree, a key gene controlling
the development of flower organ. The LFY homology gene had different expression in different plant, and its function in different plants still must

be studied with the direct experiment.
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Note:|—| stands for mutual inhibition; —stands for activation effect.
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Fig.1 Correlation among characteristic genes of floral meristem
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Fig. 2 ABC mode of characteristic genes of floral meristem
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Table 1 LFY homologous gene isolated from fruit trees
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Plant species reviation o ength of open reading ength of amino acid in Homology of amino acid  Homology of nucleotide
gene frame coding area
J#k Prunus dulcis FL 1574 414
Bk Prunus persica LFY 1314 415 97 98
3 Malusxdomestica AFL2 1401 410 86 87
AFL1 1375 410 83 85
i Cydoniaoblonga LFY -2 1408 404 85 86
LFY -1 1467 404 81 85
At Eriobotrya japonica LFY -2 1510 408 84 86
LFY -1 1383 411 86 85
LFY 2602 408 84 86
Z4 Pyrus communis LFY -1 1392 407 84 85
#AEAL Pyrus pyrifolia LFY 2 1490 406 84 85
AJK Pseudocydoniasinensis LFY -1 1357 404 82 84
S Castanea mollissima LFY 1427 386 73 85
1144k Carya cathayensis LFY 1422 385 74 85
JeHR Dimocarpus longan LFY 1167 388 73 84
¥ Citrus maxima LFY 2372 398 72 92
WM EAMT Citrus unshiu LFY 2370 398 72 92
filf#& Citrus sinensis. LFY 2621 398 72 92
HH4@ Citrus reticulate LFY 2366 398 72 92
% Vitis vinifera FLO 2333 402 73 86
LFY 2 266 402 73 86
AR Carica papaya FLO 3310 367 65 86
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