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DNA BExtradion fromQl Surfloner Seeds ard the Opti mization d Its RAPD Reaction System

XUE Zh-zhong et d ( Qllege of Hologicd Sience and Bgineering, Heba Uhverdty of Sience and Techndogy , Shijiazhuang , Hebel 050018)
Aostradt [ Ojedive] The research a ned to lay the foundation for the genetic reldiorship andyds of dl suflower and hytrid identification by RAPD
techrology .[ Method] With 6 vaieties of hytrid oil suflover seecs as tested naterids ,genomc DNA vere extracted fromail surfloner by the i nproved
CATB nethod and the corcertration and purity d the extracted DNA vere deter nined . Through single- factor gradiert test the opti nized and stade RAPD
PCR raction syste mwes screened out [ Result] DNA edraded fromoil surflover by the i mproved CATB nethod had no pollution of protein and pherols
with good quality and high yield . The opti num RAPD PCR raction systemvas as follows: 2 .0 d 10 x Bufer 2 0 nmmol/ L My?* ,150 pnol/ LdANTRs ,1 5
U Tag erzyne ,2.0 ng/ 4 DNAtenpdae and 0.25 pnol/ L pri ners with tota volune of 20.0 pl .6 ail suflover hylr & with dfferert oil cortert were am
dified by this systemand they dl shoved clear and stalde bands type vith suitalde band nunber [ @rclusion] THs RAPDreaction systemwes stitald e for
DNA ardyds of dl kinds of ail suflowner hytrids .
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