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Andyds on TATA -bax , GG bax and CAAT-box in Bukaryatic Pronoters

ZHANG XHachu eed ( QGllege of A nd Siernce and Techrolagy , Henan Lniversity & Stience and Techrolagy , Luoyang, Henan 471003)
Aostradt 2541 eukanytic prontter sequences that had been validated by test were dowrloaded and the nurber of TATA-box, GG box and CAAT-box
and its distri bution conditiors in the pronoters vere andyzed by hioinfornatics nethod. The resuts shoved that 23 .85 % eukaryotic pro noter sequences
had & least one TATA-box and TATA-box ddributed manly inthe aea23 128 bp ahead of transcription initiaion dte . 47 .30 % eukaryotic pronoter
sequerces had a least orne GG box and GG boxes were corcertrated inthe area 23 128 bp ahead o trarscripion initigtion site . 42 .35 %eukaryotic pro-
noter sequerces had a least one CAAT-box and CAAT-boxes vere corcertrated inthe area51 159 bp ahead of transcriptioninitiation site . The resuts
indcated that the position of TATA-box in eukaryadtic pronoters wes reldively fixed and it might day aninportart rae in the corect i nitidtion of gere
trarscription. But GG box and CAAT-box were wdely distributed and their nunber vas obvioudy nore than thet of TATA - box .
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