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Screening of Antagonistic Biocontrol Bacteria BS06-1 to Tobacco Brown Spot
TANG Sheng-hua et al
Abstract

confront culture on a plate was used to isolate the bacteria from tobacco rhizosphere for antagonism identification of tobacco brown spot. One i-

(Bengbu Cigarettes Factory, Chinese Cigarette Industrial Company in Anhui, Bengbu, Anhui 233000 )
[ Objective | The study aimed to screen the bacterium that had obvious antagonism to tobacco brown spot. [ Method ] The method of

solated bacterium that had high antagonism to tobacco brown spot was made for PCR amplification and sequencing by general bacterium 16S
rRNA identification primer and as well as for disease resistance test in field. [ Result ] There were 120 bacteria that were isolated from tobacco
rhizosphere, among them, 6 bacteria had some antagonism to tobacco brown spot in which one BS06-1 had obvious antagonism to tobacco
brown spot and was named as BS06-1. When the 16S rRNA sequencing result of the bacterium was logged on NCBI website for Blastn sequence
comparison, it was found that the bacterium showed 96% homology with Bacillus subtilis strain BSD-2 and 95% homology with B. subtilis
BCRC 14718, proving that this bacterium belonged to B. subtilis The field test showed that the strain BS06-1 had significant inhibition to to-

bacco brown spot. [ Conclusion | The bacterium BS06-1 showed an obvious antagonism to tobacco brown spot.
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Fig.1 Confront culture of BS06-1 and tobacco brown spot
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ATTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCG-
GCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGC-
TTGCTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTG-
GGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCG-
GGGCTAATACCGGATGGTTGTTTGAACCGCATGGTTCAAAC-
ATAAAAGGTGGCTTCGGCTACCACTTACAGATGGACCCGCG-
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA-
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG-
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Note:M:DI2000 DNA Marker.
2 BS06-116S rRNA &% PCR &R 447
Fig.2 PCR analysis of BS06-116S rRNA colony
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTA-
GGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACG-
CCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTT-
GTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCT-
TGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCC-
AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGA-
ATTATTGGGCGTAAAGGGCTCGCAGGCGGTTTCTTAAGTCT-
GATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGA-
AACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAAATTC-
CACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACAC-
CAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAG-
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGC-
TAGTCCACGCCGTAACGATGAGTGCTAAGTGTTAGGGGTTT-
CCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCC-
TGGGGAGTACGGTCGCAAGACTGAAACTCAAGGAATTGAC-
CGGGGCCCGCACAAGCGTGAGCATGTGGATTAATCGAGCA-
CGCGAGACCTTACCAAGTCTTGACATTCCTCTGACAATCTA-
AGAATAGGACGTCCCCGTTCCGGGGCAAGAGTGACACGGT-
GGTGCAATGGACTAATC
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Table 1 Result of the bacteriostatic test of each treatment against

NC89 tobacco brown spot

et mopnta TORREC RO epeen po g,

A Plant  Susceptible H.l ghest .% Disease  Control
Treatment disease Incidence .

number leaf number index effect

level rate

A 12 37 2 31 10.6 50"
B 12 46 2 38 12.7 41°
C 12 14 0.5 12 4.3 80"
D(CK) 12 72 3 60 21.4 —

e B RN B R 0,05 KT AT A% 5
Note : Different lowercase superscripts mean significant differences at 0. 05

level.
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Table 6 Surface runoff yield under different antecedent

soil moistures

ETEe) LM HM AR 22 // %
Code ml ml Relative deviation
Tl 16.17 69.78 331.42

T2 23.03 53.18 130.92

T3 42.86 236.41 451.54

T4 5.17 29.53 470. 84

T5 12.57 41.37 229.17

T6 75.55 66. 86 -11.49

T7 49.76 55.36 11.26
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