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Astract [ Qjedive] THs research a ned to sudy the extraction nethods of tad DNA from Liliumbrownii var. vriddum, estadish the opti nized
ISSR PCR reaction systemand procedure and lay the foundation for the ger ndasmresources study . [ Mthod] The geronic DNA vas edracted from L.
krowni var . viri ddumby wsing i mproved CTAB nethod . Offerert fectors thet ffected ISSR angification readion were opti mized . [ Resut] Hgh qudity
geronic DNA vas obtained from L . brownii var . \iridulum. The opti mized ISSR PCR reaction sytemfor L. browdi var . viriddumwses as fdlovs :
60 ng DNAtendae 0 4 pnol/ LISSR priner , 2 0 mmol/ L M)** 1 5 U Tag DNA polynersse and 0.2 mnol/ L dNTPs in 25 (d system. The reaction

procedue wes as follovs : pre-derating a2 94  for 5 nin ; 40 cycles of deratuing & 94  for 50 s, anreding a 52
for 75 s ; edending a 72

v riduum vere estaldished and laid the foundation for ger nd asmresources study .

for 45 s and extending & 72
for 8 mn dter the cycles. [ @rclusion] The opti na ISSR PCR reaction systemand procedure for L. rowni ver.
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