W F R R 2009, Feb.30(1): 105-108

Zoological Research

CN 53-1040/Q ISSN 0254-5853
DOI: 10.3724/SP.J.1141.2009.01105

A5A5E 76 A STR HFE ERIRES 7514

FhaE, EiBA', BAEN, ZigR3, ximat, mER!, BragE, 4 WO

A, ZERMRY: FRFAER B, =M BY 650201; 2. =gk AWRIEGR S MM EXE AL, =8 BY  650091;
3. ATEIRNEEAR =B 2P R, UL ATE 6411005 4. ~HIRMPOEHCR B BHCEER, =/ BY 650212 5. WML B, 1M 313000)

FEE: R b v PR X ARR MR —, KIHCURAE M TR A= R ¥E T S . b T
WL IS AR AR St o, aE— DA RR Y R & 3R PR AR 2R, SR A A 7E S0 19 T4tk L1 76 M
TEFFCITIZFEFN 60 ANFENLINREAMEIEAT T 1k TR PCR-EE TSk e st et vl I o LAY B 347 AE47 JE A,
BT A 0 S T L 22 A, A P B A8 FE I BTE 3—10 N2 NAL, SERIEEAN R S BRI B 4.57 A, BT
FER R 3.50 4, BEACPIIZAE L2 B E RS20 0.696 2+0.071 6 F1 0.644 1£0.091 4, S5 REKH, K
WRRIG A 2R R, R B,

KR TR KT B2 G 2AGAEE
PESES: Q959.842; Q347 XRRFRIRED: A MEHRS: 0254-5853(2009)01-0105-04

Genetic Diversity of 76 STR Loci in the Dahe Pig

HUO Jin-long', HUO Hai-long', MIAO Yong-wangl’z’*, LI Fu-quan’,
LIU Li-xian*; WU Ge-min', OUYANG Yi-na', QIAN Kun’

(1. Faculty of Animal Science and Technology, Yunnan Agricultural University, Kunming 650201, China;
2. Laboratory for Conservation and Utilization of Bio-resources, Yunnan University, Kunming 650091, China;
3. Department of Biotechnology, Neijiang Vocational & Technical College, Neijiang 641100, China;
4. Department of Husbandry and Veterinary, Yunnan Agricultural Vocational Technical College, Kunming 650212, China;
5. Huzhou Normal College, Huzhou 313000, China)

Abstract: The Dahe pig is one of the representative indigenous pig breeds in the middle-altitude region of southwest
China, and has played an important role in the local meat production for a long time. In order to estimate the genetic
variability in its population, as well as provide the guidance and basis of genetic background for its conservation and
further utilization, 76 microsatellite loci situated on swine’s 19 chromosomes were analyzed for 60 individuals sampled
from their natural population by employing PCR and polyacrylamide gel electrophoresis. A total of 347 alleles were
detected and all the loci were polymorphic. The number of alleles varied from 3 to 10, with a mean allele and effective
allele number of 4.57 and 3.50 at each locus respectively. The mean heterozygosity and polymorphism information
content of 76 microsatellite loci were 0.696 2+0.071 6 and 0.644 1+0.091 4, respectively. The results indicated that the
genetic diversity of the Dahe pig was rich, and the Dahe pig has a good selection potential for breeding.
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Husbandry of Yunnan Province, 1987).

i 22 DNA(microsatellite DNA), R A JHE 5
15655 42 ¥ %)) (short tandem repeats, STR). {iij 517 51 #
% (simple sequence repeat, SSR), K HA A 2
ZAMFE. LEEL ., EFEPE ST,
FRENELF . TR R A AE B AR A, A
J e AP R AR I AR S5 8 . asE 2 AU T
4% FH(Zhang & Zhang, 2001; Li et al, 2004; Mukesh
et al, 2004; Kim et al, 2005). AW LA P A brid A
WFCT-BO AT 7 ORI R ag AL 2 AE0E, DU e as
FEBRIRORA S S BT AR I AR 4

1 AR5 7

1.1 SEIgHHA

T A 60 3k (527, 933) KIIEFEM,
K 5 T4 s X I8 EL R R X, RSk
AR, WOREOR AT, (RIRAFIRIses =, T
(K141 DNA $28¢.

1.2 #[F4H DNA 894&

SRS 3 RN AR UL 4] DNA
(Sambrook et al, 2002) , 2Bt b e i rL Ik A
AR e BEVE R R I L 4 B AR BE, BBk 25
ng/uL W JENE Sy PCR 371 (B4R o
1.3 MIESH

H 22 [E &Mk (United States Department of
Agriculture ) A & 3 ) W 5T # 0> (Meat  Animal
Research Center) ¥} Chttp://www.marc.usda.gov )
AL 250 M DA RRIL, B bR T AR TR
NEA R, TRIEE 76 AMNCE A kR (Huo et al,
2008). TEZXNE 19 KGR REXT AR &4 32
ASTHUAST I 4 ANk R R
1.4 PCR i 1%

PCR VAR F 25 uL, FHIHRDNA30—50 ng,
Mg> ¥ 1.5mmol/L, 10xbuffer 2.5uL, dNTP 200
umol/L, Taql 1.25U, 5[4 0.2umol/L. 454+
H: 95 CHIAETE Smin; 94°CAME: 30s, 55—65°Cik
K 30s CIKEERETTSE), 72°CHEM 30s, 35 MG
72°C JGIEAH 10min; 4°C & 1F RV,

1.5 HBARERIER

PCR 4 =W 2% 1) Bt ME W 5 Fe rL ik Al 25k
RJa, W 2uL 5 EREGE RS S 1E 10% 3R
TR RERE | 100V Hik 12h, HRYLEM,
[ UVP BRI R4

1.6 FURGIT RS

P 5 B IR g R G E [ Labwork 4.5 34,
R 48 FL Ok &5 A o BN 38 7 B RN IR E A
PRFERI Y, 4R 5 FPopGen32 4 (version 1.31) it
RS WY Y VAT e PSP N e SPS N £
RGN B I E E Kl Botstein etal - (1980)
WAXHHZEE RS E, JFidkTHardy-Weinberg
SRR () K.

2 4 R

2.1 WIDBBERRESAME

76 MR R A LA I F 347 ANSEAT L, P
S A ISR N AT RN VAR e NE s
3—10 AN If), SPRYREAS REAT S0 JE R £ 4.57 A,
AR IE R %L 3.50 4
22 BHKBETRSH

AR AR A8 T T3 e A7 1) 5 AV 5 DR A6 v AR Y %
FERT ARG RE R 2 SFE R G R GR Do S HEALIIAR
A A 05150—0.850 0, BEAAFHMHA
0.6962+0.071 65 7% BEAL 1) 2 245 B & = u [l 7E
0.4604—0.8365, #HAFIIME N 0.6441+0.0914.
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Barker(1994) & th 7 X% 8 4 it P b AT 152 4% 2 K
PEWEFURE, P 3 DA AR IC 2 B AR T 25, &
AFRICBEAL b A DA 4 ANGEAIED . AR AR 2
(FAO)MN Bl Pist A% 27 22 (ISAG) B A HELE 1 27 X
ol TR 5 A A o i R st A 22 R I 22 A 5
FH AR ZEUESEAT (1) 5 11 v B b 75 % R PCR 4
BRI A FEAL (Zhang et al, 2003; Shen et al,
2005; Yao et al, 2006) o AWFFLIEL A T3
Mk (United States Department of Agriculture,
USDA) W& Wit 5t Ly(Meat Animal Research
Center, MARC)M 3k Chttp://www.marc.usda.gov) [1]
POkl ZRG IR T LR R AR S AR AR
B OEAEEREH . ARG BORAN IR KRR
SE R, EHCT 250 M EFRD, ik K A
L TAE, B EREMEIZE 19 X gtk p) B
XA EEA A0 A A A I 4 ANl DAL R, g5 fE
JE T AUREHFIN 76 A DA S, ALY
R K AR, AN PCR P83 K 4f, i HAETE
A SR R TR Mg B e FRLVK 70 BRI, Pk Y 2RV A ]
B, MBI FE . Barker(1994)I8 I\ A
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Tab.1 Heterozygosity and polymorphism information content at each locus and results of

Hardy-Weinberg equilibrium test

ke geps oo i N AL T N
Locus H Bk Locus B Locus H R
PIC PIC PIC

S0008 0.695 0 0.643 0 SW1418™ 0.6250 0.5511 SW769 0.810 0 0.783 8
Sw781" 0.580 0 0.491 8 SW252 0.660 0 0.5511 SW1125 0.790 0 0.836 5
SW974 0.840 0 0.8235 SW1345 0.625 0 0.5511 SW1032" 0.705 0 0.649 7
SW705 0.760 0 0.730 2 SW1070 0.7350 0.695 4 SW761 0.7250 0.674 6
SWR783" 0.605 0 0.5270 SW374 0.805 0 0.778 5 SW1557" 0.790 0 0.759 5
SW354 0.565 0 0.482 4 SW790 0.730 0 0.687 3 SW1416 0.685 0 0.627 0
S0010 0.740 0 0.723 3 SW983 0.820 0 0.795 6 S0148 0.705 0 0.681 4
SW1844 0.7100 0.6577 SWo1I1™ 0.660 0 0.586 2 SW936™ 0.730 0 0.680 4
SW72 0.690 0 0.639 8 SW866" 0.745 0 0.697 5 SW1983 0.705 0 0.654 1
SWR978 0.660 0 0.595 8 SW174 0.6150 0.5339 SW419" 0.745 0 0.697 5
S0167 0.685 0 0.627 0 SW767 0.705 0 0.6527 SW382 0.605 0 0.5270
SW349 0.710 0 0.6713 SW497 0.790 0 0.760 0 SW262" 0.580 0 0.491 8
SW480" 0.720 0 0.669 2 S0070 0.6150 0.544 4 S0061 0.650 0 0.584 0
SW45 0.7150 0.660 9 SW305* 0.605 0 0.5270 SWR1004 0.765 0 0.727 5
SW286 0.680 0 0.6277 SWR2071 0.6150 0.544 4 SWR1120 0.6550 0.603 0
Swsi1g" 0.850 0 0.834 0 SW1632 0.745 0 0.708 7 SW1031 0.720 0 0.6723
SW413 0.8350 0.814 1 Swis1” 0.6150 0.544 4 SW2431 0.665 0 0.603 5
S0005 0.685 0 0.623 4 SWg78" 0.6250 0.5547 SW1023 0.650 0 0.584 0
SW986™ 0.780 0 0.745 4 SW2494° 0.705 0 0.6515 SW787° 0.6350 0.559 4
SW378 0.660 0 0.595 8 SW168" 0.705 0 0.6515 S0062 0.740 0 0.704 5
SW973 0.5150 0.460 4 SW467 0.660 0 0.6125 S0177 0.785 0 0.754 4
SW782 0.665 0 0.603 5 S0106 0.5850 0.494 9 SW949* 0.620 0 0.547 8
Sw322" 0.7350 0.698 2 SW344 0.725 0 0.693 1 SW980 0.660 0 0.601 5
SW2052 0.785 0 0.7511 SW163 0.710 0 0.656 9 SW2470™ 0.685 0 0.627 0
S0064 0.785 0 0.752 8 SW398 0.760 0 0.7222 SW2588 0.660 0 0.586 2
SW1344 0.615 0 0.5339
Mean+SD H=0.696 2+0.071 6; PIC=0.644 1+0.091 4

" 0.01<P<0.05; " P<0.01.

F/NIRR] 25, BUFAE 50 DL, ARERE, AME
[ tf —ARN MG ISR, I HAEER AL FARKR %
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HEREA R . ABELLBI L FEA AR NE, 6K
FEHL A IR, JEE T iEgn i A, R
WERAFAEM SR FT LA e MIE SR 1A
J JREANE B DL R 3K A JRE AN AT A 4% G €8 A (1) 7 i PR
RUHEA RGN AL S R L, IR R A RIRE i
FIACEME EHIAS) T Barker(1994)82 Hi 25k, #f
REE R EA —E M 5.

EERTFE 22 R, BIAEAN AT (1 S5 A7 Ik [P
BIECRE, R 7e ) R 280, e
AN BT A FHE R H4.57 4, A AT SE R $3.504
MWEHAES 22 S (H) MZAEEEE (PIC)
KG, AWERAT BN KW BEAR DI G N
0.6962, V¥ Z &M B EM0.6441. BN T3
A R R R RN — N RE S, Bk
WA B, RIS K, 8%

ZHMEE PG, SRR, WS
ZRMEZ . Z2RFELEGE (PIC) 2R R LA
JAR AN AR S R P AR I — AN AR, 4 AL R PIC
>0.50f, Ry 2 A PEERA; 240.25<PIC<<0.5HT,
o EE 2 APEEAT ; MPIC<0.250, MAREE 2 &
JEA. (Vanhala et al, 1998) . AHFFT 76 1A )%
PR A SAS BEAL Ay Hh BE 22 AR, JLARTIAN AT
B0 v B 2 AR A BT A 13 PIC K 1705
R LTRSS Z R BRI 2 G DL
P35 2 A5 A B R 0 AT 1) 4 SR AR R W K] A
BUEAR RN, BAT 5 s 22 R R = )3k
1

Hardy-Weinberg - # ) 7 (7)) Fash 4 2
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Zhang et al (2003) F|H 265 5k 22 51400 T
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