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Preddion d B Cdl Egtope & DMRT Proteinin QO eochroms nil dicus

YANG Donget d ( Qllege of Life Siences , Janghan Uhversity , Wihan, Hibei 430056)

Aostradt [ Ogective] The research a ned to predict the B cdl epitope of DMRT proteinin Qeachronis rildicus .[ Method] The secondary structure of
amno acid sequerce of DMRT protein wes reveded by Gamier- Robson, Ghou Fasnman and Karplus Schuz nethods . The hydrophilicity dot , surface prob-
ability and artigeric i ndex vere obta ned by Kyte- Doditle , Eniri and Janesonr WiIf nethods |, respectivdy . Based on the abowe resuts , the B cdl epi-
topes for DIVRT were predcted . [ Resut] Boththe predidtion resuts from Gamier- Robson , Chou Fasnan nethocs indicate thet the o helix centers of DM
RT proteinin Qeochronis rildicus are inthe N ternmind Nb. 31 - 56,68- 75, 110 - 116, 209 - 211 and 239 - 243 ; the [> sheet certers & DMRT pro-
inin Qeochronis nldicus ae inthe N ternmind Nb. 95- 99, 177 - 183, 225 - 234 and 251-254. Wth the ssddart of Kyte- Doditle , Enini and
Jameson WIIf nethods , the B cell eptopes for DIVRT vere located in or nearby the N termind N . 13- 16 35- 38 47- 54 84 - 93 101 - 109 127 -

156 166 - 177 and 198 - 201. [ @nclusion] These resuts are helfd for preparing artibody of DMRT protd n and revedi ng the sex deter nination necha-
nsmof Qecchroms rildicus .
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