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Astract [ Ogective] The research a ned to exdore the dfective nethod d extracting DNA fro m Saxifragaceae darts . [ Mithod] DNA was extracted
from11 species of Saxifrageceae darts by udng the nodfied CATB nethod. Wth the extracted DNA & tenrdate , the universd priners “ b AR and
“trnHR’ vere used to nake PCR anplificaion on psh A trnHfragnert in cHorodast DNAfrom Saxdfragaceae plants . [ Resut] DNA with higher purity
and better qudlity vas oltd ned by ths nethod . The yield of PCR anqdificaion on psbA trnH vith the oltained DNA wes high and it could be used in
ardlysis such as the subsequert sequercing . The PCR products of Sadfraga nontamna H. Snith were puified and sequernced , and a sequernce with the size
of 262 bp wes obtd ned . It vas conpared vith psbA trnHsequerce in other darts Saxifraga L .on GenBank vebsite , which proved thet th's sequence wes
target regon d pebA trnHsequence . [ GConclusion] This nethod codd wpe off the ddurbance of secondary substances to DNA and the extracted geno nic
DNA cod d be wsed in sequercing ardysis of chlorodast psbA trnHand other genetic and ysis .
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