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Abstract Gene chip was a newly developed technology in recent years. Light-directed in situ oligonucleotide synthesis or microarray printing
technique was adopted in its basic process in order to generate arrays of large amounts of probes on the surface of small substrates such as silicon
chips, which was hybridized to the amplified and labeled samples. After scanning and analyzing,the signals provided hereditary information on
the samples. This technology could not only be used to qualitative analysis or quantitative analysis of hereditary information, but also could be
used to genome study and gene diagnosis. Concept, technique mechanism, category, main technique process, applications, existent problems and

its application foreground of gene chip were summarized in this review.
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