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Sudy on dassification of Meiz Inbred Lires in Heran wth SRAP Marker Techndogy

ZHAO Xnlianget d ( Northvest A& Uiverdty, Yanding, Sheand 712100)

Aostradd Wth 29 naize irbred lines uilized popdarly in Henan, the genetic diverdties and heterods groups of Henan naize gerdasmvere dassified
by SRAP milecdar markers . The geretic dstance betveen parerts and heterosis patterrs of nd n popularized naize hytrids in Henan were andyzed .
Besed on the andyzed resuts of SRAP, 29 inred lines vere classified into 4 groups , 7 subgroups . The clustering resut wes corsistert vith pedigree re-
laiorship . Average gerdic rese nted coefficierts anong groups were snaler than that withi n groups , showng the classificaion wes reasoreble . It is conr
cluded that SRAP narkers codd be apdied to dassification.
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