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Aostradt The cytochrone b (Ot b) gere condete sequernces (1 140 bp) o 18 Huzi bufdos vere sequenced and andyzed .Anong 1 140 sites of Ot b
gere ,10 vaiade Stes vere found ,dl of whch were trarsitiors .In 10 variade Stes ,oly ore Ste caused amino- acid red acenert sulstitution ,.and the other
were dl syronynous sulbstitutions . Sequerce ardysis showed thet there vere re narkable base conposition kias and codon wage hias . The resuts dso
showed thet there were two stop codors ( AGA and AGG) in Ot b gere in Hiizl buffdo ,and it wes first reported thet AGG vas ore of the stop codorsin
Ot b gere in Bovidee .18 Oyt b gere sequerces defined 4 had otypes ,and the hapldype diverdty ( Hl) and Nxleotide diverdty ( H) vere 0.527 and
0.004 63 respectively ,showng abundart geretic dversity in Hizi bufao .The daa dso suggested thet there were two or nore nariline oigins in Hazi

bufao .
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