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Study on Genetic Diversity of Male Ginkgo biloba L

MO Zhao-zhan et al (Yulin Normal College, Yulin, Guangxi 537000)

Abstract [Objective] The research aimed to analyze the genetic diversity of germplasm resources of male Ginkgo biloba L so as to lay foundation
for its conservation and breeding innovation. [Method] The improved CATB method was adopted to extracted genomic DNA in the blades of male
ginkgo from 11 provinces, the random primers were used for RAPD amplification after primary and second screening, and genetic diversity of
germplasm resources of male ginkgo was analyzed by POPGENE software. [Result] 12 pairs of premiers with clear amplified bands, good
repeatability and polymorphism were screened out from more than 100 pairs of random primers for RAPD amplification and analysis of genetic
diversity. 12 pairs of RAPD premiers that were screened out were used for PCR amplification on 40 samples, and 96 clear bands were obtained,
41 bands of which had polymorphism. The mean number of effective alleles of germplasm resources of male ginkgo was 1.644 0, the average gene
diversity was 0.375 2 and average Shannon information index was 0.556 2. [Conclusion] Germplasm resources of ginkgo had abundant genetic

diversity, which had important significance for its effective preservation and reasonable utilization.
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Ayl K5 WE//m e /m Wi /a &k
1 R AR 18.00 0.48 52
2 ESEEES 15.80 0.38 40
3 Pl 18.00 1.37 300
4 HHLERZK 14.00 0.52 42 B
5 FEEAR N L 14.00 0.40 60
6 pay=a) i 3C ) 20.00 0.58 35
7 T PEEEMMARET - 1570 0.56 50
8 FNEIT 28.00 1.43 400
9 i ldbiER=Y 22.70 0.83 600
10 LT 13.00 0.31 80
11 EBER 29.00 2.10 1000
12 %S 19.00 1.10 450 AF &
13 AipREE 11.00 0.64 80
14 LA 17.00 0.60 54
15 EsHRL 26.14 1.12 420
16 &L 29.00 0.94 450 B
17 IEsHRL 12.00 0.42 90
18 IEZEZE 21.20 0.65 100
19 IEsHRL 18.10 0.69 100
20 &L 21.20 0.51 100
21 LAY 10.50 0.46 85
22 LIRS 16.10 0.49 70
23 LAY 22.00 0.55 50
24 LAY 11.70 0.42 71
25 LAY 15.70 0.50 70
26 LAY 37.00 2.30 2200
27 LAY 20.50 1.95 1000
28 LAY 15.70 0.62 80
29 LA 15.90 0.72 100
30 &R 26.00 0.97 500 e
31 TL5ERIN 26.00 0.46 80
32 TLI5AI 28.00 0.55 80
33 TLI5AI 23.00 0.43 300
34 TL5ERIN 8.60 0.52 150
35 TL5 2RI 4.60 0.56 500
36 TL5ERIN 6.50 0.64 400
37 TLI5AI 3.00 0.66 250
38 TLI5AI 4.00 0.51 200
39 TLI5AI 3.00 0.68 150
40 TLI5AEI 7.00 0.59 90
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AL12-1750 2.000 0 1.600 0 0.3750 0.562 3
AL12-1520 2.000 0 1.663 2 0.398 7 0.588 2
AL12-1300 2.000 0 19231 0.480 0 0.6730
AL12-750 2.000 0 1.882 4 0.468 8 0.661 6
AL12-600 2.000 0 1.406 0 0.288 8 0.463 7
AMO06-1700 2.000 0 1.8349 0.455 0 0.647 4
AMO06-950 2.000 0 1.2195 0.1800 03251
AMO6-600 2.000 0 1.406 0 0.288 8 0.463 7
AM08-1031 2.000 0 1.3423 0.2550 04227
AMO08-600 2.000 0 1.980 2 0.495 0 0.688 1
AMO08-550 2.000 0 15355 0.3487 05332
AM14-570 2.000 0 1.1050 0.095 0 0.198 5
AM14-800 2.000 0 17241 0.4200 0.6109
AM14-950 2.000 0 1.8349 0.455 0 0.647 4
ANO1-630 2.000 0 1.956 0 0.488 8 0.6819
ANO1-750 2.000 0 1.663 2 0.398 7 0.588 2
ANO1-900 2.000 0 1.882 4 0.468 8 0.661 6
ANO1-1031 2.000 0 1.980 2 0.495 0 0.688 1
AY13-1650 2.000 0 15355 0.3487 05332
AY13-880 2.000 0 1.406 0 0.288 8 0.463 7
AY13-520 2.000 0 1.882 4 0.468 8 0.661 6
AY13-350 2.000 0 17241 0.420 0 0.6109
B08-700 2.000 0 1.8349 0.455 0 0.647 4
B08-590 2.000 0 2.000 0 0.500 0 0.693 1
B08-450 2.000 0 1.956 0 0.488 8 0.6819
€09-1100 2.000 0 1.406 0 0.288 8 0.463 7
€09-1050 2.000 0 1.4706 0.3200 0.500 4
€09-900 2.000 0 1.3423 0.2550 04227
€09-600 2.000 0 1.2195 0.1800 03251
E02-1250 2.000 0 1.8349 0.455 0 0.647 4
E02-900 2.000 0 1.956 0 0.488 8 0.6819
E02-520 2.000 0 1.600 0 0.3750 0.562 3
F04-1200 2.000 0 17817 0.4388 0.630 6
F04-400 2.000 0 1.663 2 0.398 7 0.588 2
F04-350 2.000 0 1.1611 0.1387 0.266 4
HO01-800 2.000 0 1.406 0 0.288 8 0.463 7
HO1-700 2.000 0 1.663 2 0.398 7 0.588 2
HO1-600 2.000 0 17241 0.420 0 0.6109
HO1-550 2.000 0 1.8349 0.455 0 0.647 4
NO7-1400 2.000 0 1.7817 0.4388 0.630 6
NO7-1150 2.000 0 1.2800 0.2188 0.376 8
SEEE 2.0000 1.6440 0.3752 0.556 2
St.Dev 0.258 5 0.108 9 0.127 2
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