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Research Progress of Drug Resistant Mechanism of Salmonellas
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Abstract Drug resistant of Salmonellas became more and more serious due to the unscientific use of antibiotics, which brought great threat to
the health of human and animals. With the development of molecular biology, the research on drug resistant mechanism of Salmonellas became
deeper, which was mainly in five aspects at present including drug resistant mediated plasmid, changes of cell permeability, epimembranal efflux
pump, changes of target site and inactive enzyme. Drug resistant mechanism of Salmonellas was not independent and the drug resistant level was

determined by the cooperation of two or more mechanisms.
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