AR  Journal of Anhui Agri. Sci. 2006, 34(24)6398-6399 TG 2 I TR ek

RT-PCR e ARk 7R Fe & B R aE BT 5%

Tl R L R TR 2 (Lol TR LR s RN 450011, 2 b el K SIPE B LR Y
430070)

T X 25 MNEHTRATR IR, X 191 REEVUEIR AR IEIT RT-PCR Rl 25 SR HH  SEIE PR 225450 77.4 %,
JfEE  JEIERN R RT-PCR
RS 852651  CHEAPRIND A ESRS 0517-6611 2006) 24-6398-02

Investigation of Classical Swine Fever with PT-PCR Technology in Henan Province

ZANG Jin-can etal (Zhengzhou College of Animal Husbandry Engineering, Zhengzhou, Henan 450011)

Abstract There were a large numbers of pigs in Henan province and the prevalence of swine fever was very severe. High incidence of swine
fever in some farms threated pig industry because it resulted in a high rate of mortality, and abortions, died and mummified fetuses and resulted in
abortion, dead fetus and mummly for pregnancy pig. To control the epidemic spread of the disease in the province, the clinical investigation,
pathological examination and RT -PCR assay were conducted with 191 suspected pigs of swine fever from 25 farms. The results showed that the

positive rate of swine fever averaged 77.4 %.
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