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Andyds d Grape Ger nplasm Resources with the Techrique of RAPD

YUAN WA-ferg et d

234000 ;2.

230036)

71

02

( Departrert & Gremidtry and Bology , Suzhou College of Anhu , Swehou, Anhu 234000)

Aostradt 15 gerotypes of grape( \Mtis L) were andyzed vith RAPD. Ten pri ners screened from60 pri ners codd andify clealy and staldy 71 bands . 47
bands vere exanirned for randomangified polynorphic DNA, whch occcupied 66 .2 % . The relaiorsh s anongthe 15 vaieties based ontheir geretic ds-
tarces vere cludered with amdysis nethod o the dendrogram. These vaieties can be clasdfied into 4 groups by cluster andyds , whch V.lalrusca L. wes
separated from V. vnifeal.and V. vinfaga Lx V. labrwsca L. and Mtis Mrifaa L. Caterid seedess and V. \vniferacv. Thonpson seedess had
a close geretic rdlaionshi p, wiich wes firdly clutered . The resut indcated that Vvinfea L . had alarge dfference ongeretic ddtances and geretic d-
versity . It wes proved thet RAPD techrique can succesf uly reved the geretic variaion and the geretic relaiorships of grape .
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