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Abstract: As the fundamental material of animals, plants and mico—organisms breeding Germplasm
identification is a citical issue. Germplasm identification is gradually developed to protein and DNA molecular
level. For its sensitivity, rapidity, simpleness and convenience, high yield, good repeatability and easy
detection, RAPD technology has been widely used in germplasm identification. But, it also has shortcoming.
Established on RAPD, SCAR marker is superior to RAPD markers because of its simple operation, high
specificity and reproducibility. SCAR has become an effective molecular marker. The Application of

RAPD-SCAR not only makes germplasm identification faster and more accurate, but aslo improves breeding

efficiency, shortens breeding period, and provides genetical basis for other relevant studies.
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