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The application of FCM in detecting cell cycle and DNA

ploidy of rhabdomyosarcomas

Wei Xiyin  Gao Songyuan Niu Ruifang Sun Baocun
(Tianjin Medical University Cancer Institute and Hospital, Tianjin  300060)

Abstract Objective:To investigate application of DNA ploidy in differential clinical pathotyping of
Rhabdomyosarcomas. Methods:Paraffin wax embedded rhabdomyosarcomas tissues of 90 cases were conserved
by Tianjin Cancer Hospital during 1983~2003. The method is Flow cytometery. We used the fluorescein-PI as a
probe to detect the cell cycle and DNA ploidy. Result: A statistically significant correlation was found between
ploidy histologic subtype of RMS, A hyperdiploid DNA pattern predominated among patients with embryonal
RMS, and a tetraploid pattem dominated among patients with alveolal RMS. The highest 5-year survival rate was
seen among patients with hyperdiploid RMS, followed by those with diploid, tetraploid and hypertetraploid RMS.
Conclusion: The precise prognosfic value of DNA ploidy in RMS and the relationship between DNA ploidy and
myogenic transcriptional regulatory proteins remains equivocal Larger, cooperative studies could give statistically
more reliable results.
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