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Study Progress in Multi-drug Resistance of Shigella spp.
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(Faculty of Animal Science and Technology, Yunnan Agricultural University, Kunming 650201, China)

Abstract; It is generally considered that the antibiotic resistance of Shigella spp. is related to the
structure and function mechanism of the drug and can be propagated through the antibiotic resistance
related genes carried by plasmid. Therefore, S. spp. possess cross-tolerance of the drugs with similar
structure or function mechanism. Nevertheless, in recent years along with the application of molecular
biology methods, people have obtained more and more knowledge about antibiotic resistance of S. spp.
from more aspects. The bacterium can have antibiotic resistance against the antibiotics with different
structures or different function mechanism, namely multi-drug resistance. In this article, recent studies
on molecular mechanism of multi-drug resistance in S. spp. were summarized.
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