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The Study on the Selection of RAPD Polymorphic
Markers with High Theanine Content in Tea Plant
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Abstract: Theanine content of forty-two tea plant cultivars were analyzed, and then five high and five low
theanine cultivars were selected from them. The RAPD cycles with 140 random primers were carried out in

the selected cultivers. And 15 primers revealed polymorphisms in these cultivars, a technical method in

molecular level was supplied for tea plant early breeding and appraisal of cultivars.
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Tab. 1 The RAPD polymorphic primers of high theanine contents in tea plant and 10 oligonucleotide sequences
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