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Abstract: Myostatin is a negative regulator for the growth of the skeletal muscle. The skeletal muscle of mu-
tant animals with null or low activity of myostatin would show significantly larger diameter or more quantity of
fiber, which was termed as double muscling. In order to investigate the influence of myostatin for the lean
meat rate and the plump-hipped trait, the expression vector of mature protein coding sequence( MPCS) of
porcine myostatin(MSTN) was constructed. The recombinant MPCS — MSTN — pET - 28a( + ) plasmid was
transformed into E. coli BL21, which then was cultured with Laria Broth( LB) medium and induced with IPTG
and detected by SDS — PAGE. The mature protein coding sequence of porcine myostatin gene was expressed
in the form of inclusion bodies(IB) . Expression amount is equal to the 27.9% of the total proteins in the
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transformed host cell showed in thin-layer scanner analysis. The different inducing time showed the different

expression level of recombinant MSTN protein with the highest level when 3 ~ 4 h inducing time. The ex-

pressed histidine-tagged porcine myostatin(MSTN) protein was purified by HisTrap™ affinity chromagraphic

column (Pharmacia Biotech) . The purity of expressed reombinant MSTN protein was as high as to 92.5% .

The results lay a good foundation for the application of MSTN molecular biological technique in animal nutri-

tion and breeding.
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Fig. 3 Clone vector

SRS (B 1),
2.2 FufE KGR

(1)  [Edy R B, SrafEE ik pMD 18 - T
A, Fefk IM109 B2 B , X PHAE Te R SR BUSORL , 45
R R K 3 54 (F 2),

(2) EEUIEBEIE M FikE

Xof B B FORE A Hind T BEHRE , BB UK 45 SR R 3
ST H B2 405 bp #9 R B, UBH 3 S5 H B DNA
5 pMD 18 - T kA& Z (8] K IF 1) 7% 32, T H AR W3
I 683 bp 1 Fr B, A H AR H ) DNA 5 pMD
18 - T &k Z A1 ¥y J 1) 3% 42 (& 3) 6

Marker

1:Marker DI2000; 2,3,4,5: kL
2 [PEERERARINEE

Fig. 2 The vector extraction of positine clone
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Fig. 4 Expression vector
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