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Abstract

AIM: To examine the possible association
between the C-509T polymorphism of
transforming growth factor-beta 1 (TGF-f1) gene

and susceptibility to colorectal cancer (CRC) in
Chinese population.

METHODS: The TGF-B1 C-509T genotypes were
determined by using the real-time PCR technol-
ogy with TagMan MGB probes in 345 CRC cases
and 670 controls matched with sex and age.
Odds ratios (ORs) for CRC and 95% confidence
intervals (Cls) from unconditional logistic re-
gression models were used to evaluate relative
risks. Potential CRC risk factors, including sex,
age, cigarette smoking, alcohol drinking, body
mass index (BMI) and family history of colorec-
tal cancer were included in the logistic regres-
sion models as a covariate in the multivariate
analyses on genotype and CRC risk.

RESULTS: The T allele frequencies of the
TGF-B1 C-509T polymorphism were 0.435 in
CRC cases and 0.488 in controls, respectively.
The T allele had a significantly decreased risk for
CRC (95%CI 0.68-0.99, P = 0.037) as compared
with the C allele. When compared with CC ho-
mozygote, CT heterozygote had a 0.79-fold de-
creased risk (95%CI 0.58-1.08, P = 0.137), where-
as TT homozygote had a 0.66-fold significantly
decreased risk (95%CI 0.45-0.96, P = 0.032) of
CRC. The T-allele carriers (CT or TT genotypes)
had a marginally significantly decreased CRC
risk (OR = 0.75, 95%CI 0.56-1.00, P = 0.052) when
compared with CC genotype.

CONCLUSION: The T allele of TGF-p1 C-509T
was associated with the decreased risk of CRC
and TT homozygote is potentially one of the
genetic protective factors for CRC in Chinese
population.
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Jiik: KA TagMans ik #M3454]CRCE 670
2 5 BB TGF-B1 C-509T A B & 577 B £ 5.

HR: CRCAL T BATHF AL R E 5 A
H43.5%. 48.8%, T#HCRCAL 7% R &2 CHy
0.824%(95%CI 0.68-0.99, P = 0.037). 5CC
YoF A, CTRAT 51 2CRCRE #40.79
45(95%C1 0.58-1.08, P = 0.137), @ TT4hA
FIIARCRCAKE 2 % %1% £0.6615(95%C1
0.45-0.96, P = 0.032). ¥ CT. TTHA KA &t
H, W ECRCE RN Ie LS CCHA R A A8 b Ak
£0.7545(95%CI 0.56-1.00, 7 = 0.052).
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KEMIFFER, H K1 Bl (transforming
growth factor beta 1, TGF-B1)f5 54% Tl i1l
o T A B AL o3 AR T A R ) A
TR LA, TR D 08 B A% O SR A,
TGF-B1 5 #1555 ihieg & AR B DIAHSCM. B0 K
B, TGF-BIINIENFIA St 2 4%, A, 3L
FL IR 8 1 XS 5 A% 22 25 P E R AT e 2 3
DRI R, AN T Ui Ak e 110 i KUz H iy
WEFU 2 T GE-B12E IR 31 DB F i
1% % V% (single nucleotide polymorphism, SNP)
R e SRl R AT AR 509 R CERT £ 2%
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Z APERTRE R T GF-B UL [ % /K7, M
MTGF-BUAER R IEP. K, 47 XTGF-B1
C-509T 584545 B % (colorectal cancer, CRC)
£ P R IR 5 A% B SR SR R IR T 9 25 32 R T
AWFFAERFEATE M PR T TGF-B1 C-509T
b A BECRCA I A IR 56 .
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S, o B 19861, L1471, A EIL25-85( 11
58.74+13.5)% . SIS SN bRECLTE: DUK;
WS =25%; LU ES W JRUR M4 B
B, RATRGHOT I 2897, S BRARHE R
SR TR e S PRI ARt e ek A e o 6 T e
SXof R 2L Ay Ti) 348 [ — i DX i G I % 9K R 1A
&, L6704, XF AL R AL AE P . AF RS
WS FR RIS 7 T DR R 3 A mT L. DA ) 4 1 £
93 [77 10 % 7 VR ERAS BT A W 6 % A R R R
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1.2 7 WM E A RK . B/ & ARk
FA I 140 i FE RN 4IDN AL K TagMan Jy v 46
MTGF-B1 C-509THE MY, fy b 56 e AW
ARATBR 2 7] 58 1% 5 ARE P91 B s
F, 5~AAG GAG AGC AAT TCT TAC AGG TGT
CT-3'; FUf5I#IR, 5-GCC TCC GGA GGG TGT
CA-3'; S5 FE R THs 5 PETagManti 4L, 5'-FAM-
CAT CCT TCA GGT GTC-MGB-3"; &5 A
CHr R PETaqMan##4l, 5-TET-CCA TCC CTC
AGG TGT-MGB-3'; ¥ #1 Jy Bi K 593 bp. PCR
Yk R (25 uL)H+5: 1 XTagMan PCR master
mix(Applied Biosystems, Foster City, CA), 1
uL(50 mg/L)FEK4IDNA, 1 pmol/L_L3i5514,
1 umol/L F¥5514, 0.2 umol/L FAM-#ric 4,
0.2 pmol/L TET-bric#8%5t. § 3524 50°C A2
min, 95°C T4 10 min, 48595 CAE 15 s, 62°C
S PEL min, JE40MGIR. 5525 4EABI 7900 F A
P 5. FEDRIRY 7Bt 45 S H Sequence Detector
System 2.0 f-(Applied Biosystems, Foster City,
CA).
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A PR FHE(%5) RIR ¥ AFREIEH(kg/m?)  CRCRIESE
T =] <60 >60 B = & 2 =229 >229 7T B8
CRC 345 147 198 178 167 231 114 263 82 196 149 307 38
(42.6) (57.4) (51.6) (48.4) (67.0) (33.0) (76.2) (23.8) (56.8) (43.2) (89.0) (11.0)
B 670 290 380 336 334 464 206 500 170 400 270 637 33
(43.3) (56.7) (50.1) (49.9) (69.3) (30.7) (74.6) (25.4) (59.7) (40.3) (95.1)  (4.9)
x 0.042 0.190 0.557 0.314 0.785 12.979
PIE' 0.837 0.663 0.456 0.575 0.376 <0.001
T 25
TGF-pB1 C-509T JT9RLEN(%) CRCZE(%) BRIEOR(95%CI)' PE
HRA
cC 176(26.3) 109(31.6) 1.00(Reference)
cT 340(50.7) 172(49.9) 0.79(0.568-1.08)  0.137
TT 154(23.0) 64(18.6) 0.66(0.45-0.96)  0.032
CT+TT 494(73.7) 236(68.4) 0.75(0.56-1.00)  0.052
EERA
C 692(51.6) 390(56.5) 1.00
T 648(48.8) 300(43.5) 0.82(0.68-0.99)  0.037

YRR S B, VB, ARSEHAICRCRIEERRMIE.

TG 35 75 S CRCATADGS FEAL 1) — 25K JE CRC A
W S BHAE 23 00 7 11.0%H114.9%,  FLTT & B e
TIRHEP<0.01, %&1).

2.2 TGF-B1 C-509T5 CRCR& Xt 41CC. CT
JeT TIPSR 397 24526.3% 50.7%F123.0%,
¥ frHardy-Weinbergist &1 & (P = 0.678),
M CRCAL I HE R A3 A CC 31.6% CT 49.9%
FITT 18.6%. i dtit5, CRCAL 5% A TA5A7
FE DR 243 ) A 43.5%F148.8%, TIICRCHKR K
UG HEC0.8215(95%CT: 0.68-0.99, P = 0.037).
Hecdia A, CTaG T HIIRCRCHES N
0.791%(95%CI: 0.58-1.08, P = 0.137), MiTT4li&
T 5 AR CRCHUS W2 2% BEAIK 420.661% (95%C:
0.45-0.96, P = 0.032). ¥4 CT. TTHRKFME I
5, WFLCRCAK N KRS 5 CCHRI AR L [ 2
0.751%(95%CI: 0.56-1.00, P = 0.052, #2).
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FE R by e SR U A ATS509 bp, 4 T-731 bp %
-453 bplal, MM X I JE T GF-B15E A 67 1 1
XM, DhREH B OR, -509C—T % &b Ar
FIHE FTGF-B 1K AP, 45 W TGF-B1FE A 1)
FEIEBEIN, e AR ARG B 2 BRI, S5 kI fE 2
W FUAH— 30, A4S R L R-509T 5547 B A f%
IRCRCAI M. ATERTST 277, TGF-B1 C-509T
B AT o LN 5 e A0 B 88 1) R R ),
AWFFTEE R, AN, TGF-B1 C-509T 2k A
T 22 Bl P g L [ s 2 S SE Al 2 —. DL,
TGF-B1 C-509T 55 T [E A HF HAb IR, e o) 2 v
A 2R e DA D% 2R I S B A A T

ik, HRTGF-pl C-509T 5 CRC K I A
6 5% R IIF9Y 45 %2 5<7F. Chung et al' DLk A
FE AR S SE R B R, -509T 4540 5 R 485 ity
B ICRCAR IR AR FRAK, X5 FRATI S 2L
AEWR SR, C-509T 5 ks >4, HE. &Kk
Rl S8 R A% W SE ABERIC R C s UG Ao 5™,
YT C-509THE DA 21 11 B 56 5 M2 9 8 1) 43
A AEAE M BRI, B 22 5 T B e B Bt 1
AN = R AR E N A — T %
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