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Bio-entity Recognition Based on Combination of Conditional
Random Fields and Contextual Cues

YANG Zhi-hao, LIN Hong-fei, LI Yan-peng
(Department of Computer Science and Engineering, Dalian University of Technology, Dalian 116024)

Abstract A method is proposed for recognizing the bio-entities (protein, gene, etc.) in biomedical literatures. This method is CRFs-based and
selects the appropriate features to recognize the bio-entities. Then the exploitation of the contextual cues is studied to further improve performance.
Experimental results show the introduction of contextual cues achieves a performance improvement of nearly 3 percent in F-score, therefore
achieving a fairly good overall performance.
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1 ...two discrete complexes, NFX1.1 and NFX1.2
2 TF-1 cells, an erythroleukemia cell line...
3 Egr2 and Egr3 are NFAT target genes.
4 ...target genes such as IRF1 and c-fos
5 D609 is a strong electrolyte...
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baseline 72.86 70.90 71.87
BP 74.32 71.41 72.84
HSS 76.96 72.76 74.80
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