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Analysis of Genetic Diversity of AFLP Marker among Populations of
Oncomelania hupensis

ZHOU Yi-biao, ZHAO Gen-ming, WEI Jian-guo, JIANG Qing-wu "
( Department of Epidemiology, School of Public Health, Fudan University , Shanghai 20032, China)

[Abstract] Objective  To explore the degree of genetic diversity among populations of Oncomelania hupensis.
Methods AFLP method was used to amplify the genomic DNA of thirteen snail populations from nine provinces (i.e. Yunnan,
Sichuan, Guangxi, Fujian, Hunan, Hubei, Jiangxi, Anhui and Jiangsu) and the genetic diversities among snail populations were
analyzed. = Results The number of AFLP fragments amplified ranged from 403 to 472 for thirteen Oncomelania populations.
Among the thirteen snail populations, the genetic diversity within the population from Xingzi County, Jiangxi Province, was most
significant, and the percentage of polymorphic loci, Nei’ s genetic diversity and Shannon’ s information index were 93.22% ,
0. 345 and 0. 510 respectively, while these indices for the snail population from Yizhou City, Guangxi Region, were the lowest,
55.80% , 0. 191 and 0. 287 respectively. The similarity between the in-group-individuals from Yizhou City, Guangxi Region,
was most significant, and the average coefficient of similarity was 0. 904, and that from Dantu County, Jiangsu Province, was the
lowest (0.748). The genetic diversities among snail populations were significantly different for the thirteen snail populations { P
<0.01). Conclusion There is a certain genetic variation among Oncomelania snail populations from the mainland of China,
and this vanation is significantly different among snail populations from different areas.
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Table 1 Genetic diversity among 13 populations of Oncomelania hupensis

. QU= 3 Nei’ s 2 Shannon’ s
A was (TR e SRS oy
Population No. Loci . . . Nei’ s gene ) )
loci loci diversity information
(% ) index
KH Dali 436 +3.2 379 +8. 8 86.9 0.322 £0. 003 0.476 £ 0. 004
‘H % Yixing 403 +3.8 314 +6. 4 77.9 0.270 +0. 003 0.404 0. 004
T YL Pujiang 424 £0. 8 314 +12.2 74. 0 0.285 £0. 003 0.421 +0. 004
#&i5 Fuqing 430 £2.1 304 £12.0 70. 6 0. 253 £0. 003 0.377 0. 004
HM Yizhou 405 £3.5 226 £10.1 55.8 0. 191 £ 0. 003 0. 287 +0. 005
F}4E Dantu 467 +0.5 418 +5.7 89. 5 0. 333 £0.002 0. 493 +£0. 003
i B Tongling 426 +0. 8 370 £5.2 86.9 0.322 +0.003 0. 478 +0. 004
#EE Duchang 434 +2.7 378 +4.2 87.1 0.313 £0.003 0. 465 £0. 004
B+ Xingzi 472 +0. 8 440 +7. 2 93.2 0. 345 £0. 002 0.510 £0. 003
#x 1] Caidian 433 £0.5 371 £5.4 85.9 0.330 £0. 003 0.485 +0. 004
7L B& Jiangling 415 £0.6 343 +6. 1 82.6 0. 302 x0. 003 0. 450 £ 0. 004
g H Nanxian 459 +1.0 403 £8.6 87.8 0. 339 +0. 003 0. 500 +£0. 003
E 1) Junshan 453 £+6.0 391 +3.9 86.3 0.276 £0. 003 0.420 £0. 004
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