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Abstract: This study was aimed to explore the distribution of chromosomes of the endogenous
sheep pulmonary adenomatosis virus gene in Mongolian sheep. A pair of primers was designed ac-
cording to the sequence of the enJSRV in the GenBank(DQ838493). The partial sequence of the
gag gene was cloned and amplified by PCR, which was further marked by Dig to locate the distri-
bution of the enJSRV in the Mongolian sheep chromosomes with the FISH (Fluorescence in situ
hybridization). The result showed that the distribution of the enJSRV gag gene in each of the 6
chromosomes of Mongolian sheep during the metakinesis at 1q45, 1p23, 2q41, 3q23, 6q13, 9q22
and 1425, and stronger fluorescence signal appeared on the 6th and 9th chromosomes. The re-
sults suggested that, on the 6th and 9th chromosomes, enJSRV genes were multiple copied at the
two sites, and there were low copy number at 1g45, 1p23, 2q41, 3q23, and 14q25, which related
to the endogenous evolution of the sheep pulmonary adenomatosis virus.
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The red is the chromosome, the green signal (indicatedby
the white arrow) is the hybridization signal appeared in the
6th chromosome( the arrow indicates the green fluorescence
signal, FITC)
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Fig. 1 The location of enJSRYV in the sheep genome (600X )
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1—26.X and Y is karyotype analysis of the hybridization
of Mongolian sheep( § ) ( the arrow indicates the green
fluorescence signal, FITC)
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Fig. 2 Caryogram of the fluorescence in situ hybridiza-

tion cleavage chromosome of sheep (600X )
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Fig. 3 The location of the green fluorescence signal on the chromosome with the comparison of the G-
brand ideograph and the FISH of the EnJSRYV in the sheep genome(1 000 X)
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Table 1 Caryogram parameters of the chromosome of sheep and the location of the enJSRV with FISH

PRI NES LiERORIES B (a/p) EERL A R FITC fi #&
Chromosome No. Relative length Arm ratio Centromere index FITC location
1 8.352+0.558 1.246=+0.115 44,5420, 087 1gq45.1p23
2 7.48740. 784 1.19940. 120 45.40+0.135 2q41

3 7.365+0.451 1.30940. 148 43.327+0.111 3923

4 4.4404£0.123

5 4.18340. 145

6 3.639+0. 345 6ql3”

7 3.63240.069

8 3.625+0.098

9 3.56840.128 9q22”
10 3.504+0. 251

11 3.36840. 135

12 3.28940.098

13 3.210+0. 115

14 3.167+£0. 256 14925
15 3.10340. 056

16 3.089+0. 253

17 3.00340. 256

18 2.98140.120

19 2.78840.056

20 2.68140. 224

21 2.588+0.120

22 2.52440.113

23 2.51740.092

24 2.3594£0.120

25 2.331+0.103

26 2.21640.056

X 4.97740. 213

Y 2.989+0.013 1. 15740. 005 44, 45+0.07
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%, Indicate clearly strong green fluorescence signals at those positions
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