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Abstract; Field resistance of nine accessions of common wild rice (Oryza rufipogon Griff.) and a highly susceptible vari-

ety IR24 was evaluated with nine strains of Xanthomonas oryzae pv. oryzae from the Philippines. The result showed that

IR24 was highly susceptible to all of the strains and six common wild rice materials resisted total nine strains, accounting for

67 % of the total. Two materials from Yulin, Guangxi Zhuang Autonomous Region and Wanning, Hainan Province were sus-

ceptible to the strains PX0280 and PXO71, respectively, and a material from Gaozhou, Guangdong Province was susceptible
to the strains PXO79, PX099 and PX0339, but they were resistant to the other strains. It is concluded that there was at

least one resistance gene in every material. PCR detection for the presence of cloned resistance genes with the functional

markers for xa5, xal3, Xa2l and Xa27 revealed that there were no xa5 and Xa2l in all of these materials. Four materials

contained recessive resistance gene xal3 . which were all heterozygous. There were five homozygotes with dominant resist-

ance gene Xa27 and three homozygotes harboring the recessive gene xa27 and one material with neither xa27 nor Xa27.
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Table 1. PCR-based molecular markers developed in this study.
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Resistant Susceptible
xal3 AGCTCCAGCTCTCCAAATG GGCCATGGCTCAGTGTTTAT 1000 500
xab /Xho 1 CCGGAGCTCGCCATTCAAGTTCTCG TGCTCTTGACTTGGTTCTCC 145 170
Xa2l CGATCGGTATAACAGCAAAAC ATAGCAACTGATTGCTTGG 1400 1300
Xa27 TAGTGTCTAAATACAGGGACT GAGTACTTTGCTCTGATGCTC 149 174
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Table 2. Reaction of O. rufipogon to nine strains of Xanthomonas oryzae pv. oryzae. %
W3 B A RS ORI O. rufipogon (Origin)
/Nl IR24 Ik PUREEE TWENR SERY PR 5 AREM B WEAT BT
Strain Laibin, Guiping, Yulin, Kunming, Dongxiang ., Gaozhou, Qionghai, Dongfang, Wanning,
Guangxi Guangxi Guangxi Yunnan Jiangxi Guangdong Hainan Hainan Hainan
P1 S(38.642.6) R(5.5£5.1) R(1.0£0.4) R(1.4+0.9) R(2.74+1.9) R(3.3£2.6) R(7.9£8.6) R(0.3£0.2) R(1.0+0.6) R(0.840.3)
P2 S(54.441.9) R(3.3£1.7) R(6.6+1.9) R(3.5£4.0) R(8.0£5.4) R(3.7£2.3) R(10.0£3.0) R(4.6+3.5) R(12.94+10.0) R(3.142.3)
P3 S(56.0+4.5) R(4.0£2.0) RM.1£4.0) R(1.6+1.1) R(5.1%3.2) R(1.5%£1.1) S(36.1£12.3) R(5.8+0.7) R(13.7%+5.6) R(1.6+1.4)
P4 S(39.343.1) R(3.5£4.0) R(2.3£3.0) R(3.6+£1.8) R(7.44+2.4) R(5.0£2.5) R(19.4£12.3) R(1.8£1.1) R(9.6+6.3) S(99.740.6)
P5 S(31.942.2) R(M4.2+1.9) R(5.2£3.6) R(2.3£2.3) R(3.5£3.1) R4.4+1.7) R(1.8+0.6) R(1.2+0.4) R(7.8+1.4) R(7.744.8)
P6 S(69.9+6.3) R(2.9£2.0) R(2.2£1.7) R(2.1£1.4) R(9.0%2.5) R(3.5%2.4) S(65.2+13.4) R(1.8+1.1) R(18.4+15.6) R(2.9%+1.3)
P8 S(71.249.0) R(5.9£7.0) R(3.6+£4.4) S(36.9+£17.2) R(2.04+1.7) R(6.1£4.1) R(7.9£7.2) R(1.0£1.0) R(4.6+3.1) R(2.340.8)
P9 S(37.042.6) R(4.2+1.5) R(1.2+1.1) R(0.6+0.3) R(0.84+0.8) R(2.6+1.2) S(51.5£23.2) R(1.2+0.8) R(9.9+2.4) R(0.740.2)
P10 S(61.04+4.4) R(1.340.5) R(0.740.4) R(0.6%0.3) R(1.0£1.1) R(0.640.2) R(0.9%0.4) R(0.7£0.4) R(0.3£0.1) R(1.6+1.9
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The common wild rice materials are named after the cities where the materials were acquired. R, Resistant; S, Susceptible. Data in paren-

theses are ratio of lesion area to total leaf area® standard deviation.

Strains: P1, PXO61; P2, PXO86; P3, PXO79; P4, PXO71; P5, PXO112; P6., PXO99; P8, PX0O280, P9, PXO339; P10, PXO124.
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Fig. 1. PCR analysis of resistance genes in O. rufipogon with
functional markers.
A—zxa5 WEEFRIC xa5/Xho 1 5 B—xal3 I fiEtnic; C— Xa2l
UIRetric s D—xa27 JEEFRIC .
M—DL2000 marker; 1—J P35 2— ) PEEF; 3— ) W &
M A— MR 5—ILTEAR S 6 —J MM 7\ iE; 8—
TR J7 s 9 — T T 10 — b i #3943 0k b1 R IRBBS
IRBB13,.IRBB21.IRBB27; 11—1R24,
A, xa5 functional marker xa5/Xho 1 ; B, xal3 functional
marker; C, Xa2l functional marker; D, xa27 functional marker.
M, DL2000 marker; 1, Laibin,
Yulin, Guangxi; 4,
Dongxiang, Jiangxi; 6, Gaozhou, Guangdong; 7. Qionghai, Hain-

Guangxi; 2, Guiping,

Guangxi; 3, Kunming, Yunnan; 5.
an; 8, Dongfang, Hainan; 9, Wanning, Hainan; 10, The corre-
sponding resistance gene donor parents IRBB5, IRBB13, IRBB21

and IRBB27(A to D), respectively; 11, IR24,
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