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Abstract: Meloidogyne incognita represents the most widespread species and is found in every country where
the lowest temperature is higher than 3 ‘C. The M. Incogniia is able to infect the roots of almost all cultivated
plants making it perhaps the most damaging of all crop pathogens. Although chemical nematicides are the most
reliable means of controlling southern root—knot nematodes, they are increasingly being withdrawn owing to
their toxicity to humans and the environment. So the strategies defend against the Meloidogyne incognita infec-
tivity were focus on the pathogenic genes and its products, which may provide insights into the adaptations re-
quired by metazoans to successfully parasitize and counter defenses of immunocompetent plants. The advances

in exploreing the parasitism—related genes of Meloidogyne incognita were reviewed and RNAI as a new antipar-

asitic strategy was also evaluated in this paper.
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