¥35E F22H it E 0l T & 2009 £ 11 B

Vol.35 No.22 Computer Engineering November 2009
- MES5EIE - WEHS: 1000—3428(2009)22—0097—03  CHERARIRED: A HES%ES: TP393
12 1 2
. 250100 2. 250100)
IPv4d  IPV6 Internet P2P  IPv6
IPV4/IPV6 IPV6
IPV6

Construction of P2P-based IPv6 Virtual Network

QIN Feng-lin*?, GE Lian-sheng®, LIU Ju®
(1. Network Center, Shandong University, Jinan 250100; 2. School of Information Science and Engineering, Shandong University, Jinan 250100)

Abstract Transition to IPv6 from IPv4 is recognized as the trend of future Internet. This paper proposes a P2P-based IPv6 virtual network for the
defects of dual stacking and tunnel transition techniques. This system uses a two-layered unstructured topology to construct and lookup the
IPv4/1Pv6 routing table, and adopts a Dynamic Tunnel Management(DTM) mechanism to automatically setup and maintain the tunnels between IPv6
nodes, which can improve the efficiency of tunnel management. Analysis results show that the system is scalable and realizable.
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