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Quantitative Analysis of Chromosomal Variation of Lilium spp.
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Abstract

species. [ Method] Characters of deffient populations were counted by SAS software, then variance was studied by using Nested analysis. [ Re-

(Department of Life Science and Technique, Xinxiang Medical College , Xinxiang, Henan 453003 )
[ Objective | The purpose was to discuss the chromosomal variation level of Lilium spp. and provide theoretical basis for breeding new

sult] About 88.91% of 12 pair chromosomal variability in relative length existed within the populations. The rest reside among the populations.
and that about 80.98% of 12 double chromosomal variability in arm ratio existed within the populations. The rest reside among the populations.
Nested random effects analysis of variance for variable the relative length , arm ratio of chromosome, the mean of ratio (largest/smallest) , mean
ratio of arm, As. K. (% ) and actual length of genome of chromosome. As a resuit,chromosomal structure variations was 96.36% within the pop-
ulations. [ Conclusion] There were obvious polymorphism in every population and polytypism among populations on morphology of Lilium spp.
And structural aberration of chromosome within the populations was more.
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Table 1 Nested random effects analysis of variance for variable the relative length and arm ratio of chromosome in every population of Lilium spp.
SRRy 25 50 i JEREN T 251 R G e Ak ) Jr 2% R R2E Ty 2 JoE ) 28 5
Btk FisrE 8's T 81/ ST & ST 8 D Vst
Chromos
TOmOsome RL AR RL AR RL AR RL AR RL AR

1 0.170 2 0.000 0 40.750 9 30.870 6 59.078 9 69.129 4 0.000 0 0.000 0 0.041 6 0.000 0
2 0.000 0 12.174 5 40.309 7 0.000 0 59.690 3 87.8255 0.000 0 0.000 0 0.000 0 100.000 O
3 25.211 6 13.046 6 49.777 8 20.816 8 25.010 6 66.136 6 0.000 0 0.000 0 33.6202 38.527 1
4 0.000 0 1.8115 81.0155 68.597 8 17.984 5 29.696 7 0.000 0 0.000 0 0.000 0 2.572 8
5 2.8545 22.266 6 95.565 0 51.003 1 1.580 5 26.730 3 0.000 0 0.000 0 2.9003 30.3899
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12 0.000 0 8.2155 7.928 6 80.144 7 22.071 4 11.639 8 0.000 0 0.000 0 0.000 0 9.297 7
F-14 Mean 11.089 7 19.017 3
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