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B DNA FIEFRME (Co) o L Cr A5 AN S [ e B2 f AR v DNA 58 PR 5 7 2850 10 o8 50 20 A8 A RS A b 72 2 b v il 2%
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Table 1 Forage nutrition by grazing sheep in different periods

Ui H Ttem # 7 Spring H Z Summer FkZ Autumn £ Zx Winter
MEH CP (%) 4,9440.69 C 11.06+1. 24 Aa 8.91+1.34 Bb 6.30+0.18 C
HAkLEE DE (M]/kg) 7.68+0.36 b 9.42+1.29 a 9.66+1.39 a 7.32+1.7b
B2 VR &7 4 ADF (%) 42.4742.54 Aa 37.784+2.34 Be 40.66+4. 84 ABb 43.40%3.31 Aa

TE: FAT BT AR A A RRE 787 28 R B35 (P<<0. 01) W AN [R/NG 558 Sy 22 55 B35 (P<<0. 05) . AR B9 R /NE 5 8F 22 R AR B35 (P>>0. 05),
T

Note: Values suffixed with different capital letters within one row mean significantly difference at P<C0. 01, and different small letter within one
row mean significantly difference at P<C0. 05, and same capital letters and small letter within one row mean no significantly difference at P=>0. 05

(LSD test). The same below.

2.2 RAEVPHAKBERELEEDS

TBCHOR R 4 A A B B B35 (P<<0. 05) @ T4 FEW . KERZE(P<L0.050) @ TEE. MAESH
FXRRARFE(P>0.05), (HBCH MRS FRE BN RKKERIER T, R 115,75 g/ (kg WO « d) (% 2)  HR
BHEHNET A FMECER 1.98,1.61 F 1.80 ff. Bk REEMEE(P<0. 0D & THEMAE, MERF
BRNA R LR B AP 58,51 F1 64,32 g/ (kg W™ « ), X 2 DM FR R BRI . 04 F= 0], 4
YRR ERARE(P>0.05), H FHBCES MBI BT RERIyER BN EERLE
(NABFBHIH EKET) RS ERE RS R 12.19%,.11.12%.8.00% 1 13.30% .
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R2 MHEBERREMBAE
Table 2 The DM intakes and the rata of digestibility by grazing sheep in different seasons (DM)

i H Item # 7% Spring B Z Summer FkZ= Autumn 27 Winter
AT MW (Wo75) 10.6340.48 ¢ 13.9840.73 b 14.82+0.61 a 10.6240.56 ¢
L% AD (%) 48.8148.25 a 52.07%1.03 a 51.4343.05 a 50.28%+1.23 a
K DM intakes (g/kg W7 « d) 58.5141.06 C 115.7546.42 A 71.7142.17 B 64.3242.06 C
FERERER CV (%) 12.19 11.12 8. 00 13. 30
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HC0. 983) AR (— 3. 357) 15 0 JAS OB o 28+ BEUE . L4260 0 2% B 2 RSP 20 76 107 ~ 10°
ng.
2.4 XAFYHR @A RFOEN

WL ST B PCR A Light Cycler system A i it BF ¢ 7 20 B 45 075 FE A0 25 201 %6 L5 Bk
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Fig. 1 Differential amplification of rumen bacteria DNA templates with broad bacteria primers
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Seasonal shift of rumen bacteria quantity of grazing Tibetan sheep and forage nutrition by grazing sheep
DAN Rui-fang' , ZHANG Hai-tao' s, LONG Rui-jun®*?, DING Xue-zhi', ZHANG Xin’

(1. Jiangsu Animal Husbandry & Veterinary College, Taizhou 225300, China; 2. International Centre for
Tibetan Ecosystem Management, Lanzhou University, Lanzhou 730020, China; 3. College of Pastoral
Agriculture Science and Technology, Lanzhou University, Lanzhou 730020, China; 4. Northwest
Plateau Institute of Biology, Chinese Academy of Science, Xining 810001, China; 5. Department
of Basic Science, Tianjin Agricultural University, Tianjin 300384, China)

Abstract; In this study, real time PCR were used to monitor changed quantity of bacteria in rumens of 12 Tibet-
an sheep with seasonal shift, by collecting rumen content of grazing Tibetan sheep in alpine meadow in spring,
summer, autumn and winter, respectively. 1) The quantity of bacteria in grazing Tibetan sheep rumen did not
have a significantly change between winter and autumn, and that of spring decreased 2. 38, 2. 23-fold of autumn
and winter, meanwhile, that of summer was significantly higher 5. 56-fold, 2. 35-fold and 2. 49-fold than that of
autumn, winter and spring;2)Intake of the grazing sheep in summer was significantly higher 1. 98-fold, 1. 61-
fold and 1. 80-fold than that of spring, winter, autumn. Intake of the grazing sheep and quantity of bacteria in
rumens of the grazing sheep were decreased with fibre increased of fodder. The quantity of bacteria in rumens
of Tibetan sheep changed, which result from fodder, season shift. 3)Real time PCR validated for specific detec-

tion and quantification of bacteria in rumens of Tibetan sheep with seasonal shift.

Key words: real time PCR; Tibetan sheep; season; rumen bacteria



